IDENTIFICATION

Species: Capsella rubella

Locus: Carub.0004s2770

Gene Model: Carub.0004s2770.1.p
Description: CrEXPB-04

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Crubella_v1 1
KEGG: https://www.genome.jp/entry/gn:T02984

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Crubella_v1_1
https://www.genome.jp/entry/gn:T02984

GENE STRUCTURE
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Specific hits
Superfanilies

PLNB3023
DPBB_R1pA_EXP_N-1ike superfamily

List of domain hits *
+ Name Accession Description Interval  E-value
[+] DPBB_EXPB_N 42227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 33-156 8.18¢-70
[+] PLNO3023 super family cl33621 Expansin-like B1; Provisional 1-258 4.78e-38
Peptide

>CrEXPB-04

MALSHKNFVLLALFVVSLKFCYCQNETIDVAGWGAAGVTWYGEPDGAGSTGGACG
YGFAVVNPPLYAMVSAGGPSLFNSGSGCGTCYKIACSGNPACSGKPITVTITDECPGG
PCTSEPTHFDLSGRAMGALARPGQADRLRSAGVLRVYYKRAACLYGGTNIAFRMDA
GANPFYIAFLVEYENGDGDLASVEIQPAGGRFLRMQEMRSAVWKVNSGSALRGPFNI
RLTSGESHKVVVAYNVIPANWRPDVTYRSIVNFH*

CDS (coding sequence)
>CrEXPB-04

ATGGCATTATCACATAAAAATTTCGTTCTTTTGGCTCTTTTCGTAGTCTCCCTAAA
GTTTTGTTATTGTCAAAATGAGACTATAGATGTTGCGGGATGGGGGGCCGCTGGA
GTTACTTGGTATGGTGAACCTGACGGCGCCGGTAGCACTGGAGGAGCTTGTGGGT
ACGGTTTCGCGGTTGTTAATCCACCGTTATACGCCATGGTTTCAGCCGGAGGCCCT
TCACTGTTCAACAGTGGATCAGGATGTGGAACATGTTATAAGATTGCGTGCAGCG
GGAATCCTGCATGCTCGGGGAAACCTATAACGGTGACGATAACCGACGAATGTC
CCGGCGGTCCTTGCACCTCCGAACCAACCCACTTTGATCTTAGCGGCAGAGCCAT
GGGTGCCTTAGCCAGACCTGGCCAAGCCGACCGACTTCGATCTGCTGGTGTTCTA
CGTGTTTACTACAAACGAGCGGCATGTTTATATGGAGGAACTAATATAGCTTTCC
GTATGGACGCGGGAGCAAATCCGTTTTACATAGCATTTCTTGTCGAGTATGAAAA
TGGTGATGGAGACTTGGCGTCCGTTGAGATTCAACCGGCCGGCGGGAGATTCCTC
CGCATGCAAGAAATGAGATCGGCCGTATGGAAGGTCAACTCTGGCAGTGCTCTA
AGAGGTCCATTCAACATCAGACTTACCTCTGGTGAGTCTCATAAAGTAGTCGTTG
CTTATAATGTCATTCCGGCAAACTGGAGACCCGACGTAACATACCGTTCAATTGT
TAACTTTCATTAG

Nucleotide
>CrEXPB-04

ATCAATGGCATTATCACATAAAAATTTCGTTCTTTTGGCTCTTTTCGTAGTCTCCCT
AAAGTTTTGTTATTGTCAAAATGAGACTATAGATGTTGCGGGATGGGGGGCCGCT
GGAGTTACTTGGTATGGTGAACCTGACGGCGCCGGTAGCACTGGTACTTAATAAT



ATTAAATTACATATTTTATATTTGTAACAGCATAAATATCTAATTTCTGAATAATA
ATGTATTTGTATATGATGCTTTAAATATATGTGTAGGAGGAGCTTGTGGGTACGG
TTTCGCGGTTGTTAATCCACCGTTATACGCCATGGTTTCAGCCGGAGGCCCTTCAC
TGTTCAACAGTGGATCAGGATGTGGAACATGTTATAAGGTTCGTATATATGAATA
TATATATATATATGATAAGAGCAATAGTAATATATGTAGCATAGAAGTAATGTCT
ATCTAGTCCGCTGAATTAATGTTTTTAAGGTAATGTATGGTTACAAAATGAACATT
AAATATTGGTTGTGGTCACACTGCATTTGTTTTGGAAACAAAACATGAAAGTCTG
AAAGTATATAATATGGTTACATTAATATTTAATGTTAATTTTTTCAATATATAGAT
TGCGTGCAGCGGGAATCCTGCATGCTCGGGGAAACCTATAACGGTGACGATAAC
CGACGAATGTCCCGGCGGTCCTTGCACCTCCGAACCAACCCACTTTGATCTTAGC
GGCAGAGCCATGGGTGCCTTAGCCAGACCTGGCCAAGCCGACCGACTTCGATCTG
CTGGTGTTCTACGTGTTTACTACAAACGGTATACACATATATGATATATGTCCAAG
TATTTTGTTATTTAGCTATTTATGTATATATATATATGATAAACCGATCAAATTTA
TGACTCTTGCTCTCTTAATTAATAGAGCGGCATGTTTATATGGAGGAACTAATATA
GCTTTCCGTATGGACGCGGGAGCAAATCCGTTTTACATAGCATTTCTTGTCGAGTA
TGAAAATGGTGATGGAGACTTGGCGTCCGTTGAGATTCAACCGGCCGGCGGGAG
ATTCCTCCGCATGCAAGAAATGAGATCGGCCGTATGGAAGGTCAACTCTGGCAGT
GCTCTAAGAGGTCCATTCAACATCAGACTTACCTCTGGTGAGTCTCATAAAGTAG
TCGTTGCTTATAATGTCATTCCGGCAAACTGGAGACCCGACGTAACATACCGTTC
AATTGTTAACTTTCATTAGGATATTTCTTTGTCACATTGTAATTCAACGCATTTCTT
TGTTTTCGCTAGTCATAATACAATATAAAGAAAACTTATAATATAAAGGTATGGA
TAATTAAAA



