IDENTIFICATION

Species: Asparagus officinalis

Locus: evm.model.AsparagusV1_04.2424

Gene Model: evm.model.AsparagusV1 _04.2424
Description: AofEXPA-05

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aofficinalis_V1 1
KEGG: https://www.genome.jp/entry/T05243

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aofficinalis_V1_1
https://www.genome.jp/entry/T05243

GENE STRUCTURE

AofEXPA-05 —
3

L 1 1 1 1 1
obp S00bp 1000 15006p 20t 2500bp

Legend:

Exon — Iniron

DOMAIN ARCHITECTURE

Query seq,
Superfanilies PLNOO193

-+ Name Accession Description Interval E-value
[+] PLN00193 super family 4 expansin-A; Provisional 23-274 3.23e-88
SEQUENCES

Peptide

>AofEXPA-05

MESNKTGPQFLDQHRAMAGFSWSLLFTALTMIANAKYAAGLASFQPTLWSFAYATF
YGDGTASNDMGGACGYGNLYTNGYGTDTAALSSTLFKNGFACGTCYQIRCIGSKAC
YRGYPIATVTATNLCPPNWSKDSNNGGWCNPPRTHFDMSKPAFMKIAYWKAGIVPV
MYRRVPCVKKSGIRFTFQGNGYWLLAYVMNVGGGGDIAGMWVRGSRSGWIRMSH
NWGASYQAFASLGGQSLSFLITSYTTKQSIHHAWNVAPSNWNVGLTYQASVNFH*

CDS (coding sequence)
>AofEXPA-05

ATGGAAAGCAATAAAACTGGCCCTCAATTTCTTGACCAACACAGAGCCATGGCTG
GTTTCTCTTGGTCTCTGTTGTTCACTGCGCTAACCATGATCGCAAACGCTAAGTAT
GCTGCAGGTCTAGCAAGTTTCCAGCCTACTCTTTGGTCTTTCGCCTACGCCACATT
TTACGGCGATGGAACCGCATCAAATGACATGGGTGGAGCTTGTGGATACGGGAA
CCTTTATACCAATGGCTACGGTACTGATACTGCAGCACTGAGCTCGACTTTGTTTA
AAAACGGGTTTGCATGCGGAACTTGTTATCAAATCCGGTGCATCGGATCAAAGGC
ATGCTATCGGGGGTACCCGATAGCCACCGTGACCGCTACCAACCTCTGCCCCCCG
AATTGGTCTAAGGACTCGAATAATGGTGGGTGGTGCAATCCGCCAAGGACACACT
TCGACATGTCGAAGCCCGCTTTTATGAAGATTGCTTATTGGAAGGCTGGTATCGT
GCCGGTCATGTATCGCCGGGTTCCTTGCGTAAAAAAGAGCGGAATACGATTCACT
TTCCAAGGGAATGGATACTGGCTTCTAGCGTACGTGATGAACGTAGGCGGAGGTG
GGGACATCGCCGGCATGTGGGTCAGAGGAAGCAGGAGCGGGTGGATCAGGATGA
GCCACAATTGGGGCGCATCGTATCAGGCCTTCGCAAGCCTCGGCGGCCAATCCCT
CTCCTTCTTGATCACCTCTTACACCACCAAGCAATCAATCATCGCGTGGAATGTTG
CCCCGAGTAATTGGAACGTTGGGTTGACGTATCAAGCCTCTGTGAACTTTCATTA
G

Nucleotide
>AofEXPA-05

ATGGAAAGCAATAAAACTGGCCCTCAATTTCTTGACCAACACAGAGCCATGGCTG
GTTTCTCTTGGTCTCTGTTGTTCACTGCGCTAACCATGATCGCAAACGCTAAGTAT
GCTGCAGGTCTAGCAAGTTTCCAGCCTACTCTTTGGTCTTTCGCCTACGCCACATT
TTACGGCGATGGAACCGCATCAAATGACATGGGTCTGTCATCCGGCCACTGATCT



AATTTGAATATTCGCACTCCTGATTAATTCTTTTTCGTTTAAGAGTATTACGTTATT
TCTTATTATTTCAGTTATTTTGCTACATGCATGCTCTAGTTATATATGCTCTCTCTG
ATCTCTATTCACAGGTGGAGCTTGTGGATACGGGAACCTTTATACCAATGGCTAC
GGTACTGATACTGCAGCACTGAGCTCGACTTTGTTTAAAAACGGGTTTGCATGCG
GAACTTGTTATCAAATCCGGTGCATCGGATCAAAGGCATGCTATCGGGGGTACCC
GATAGCCACCGTGACCGCTACCAACCTCTGCCCCCCGAATTGGTCTAAGGACTCG
AATAATGGTGGGTGGTGCAATCCGCCAAGGACACACTTCGACATGTCGAAGCCC
GCTTTTATGAAGATTGCTTATTGGAAGGCTGGTATCGTGCCGGTCATGTATCGCCG
GTATGTGAAGCTAGCTAAACCATATTTCTAATTTGTCCCTAATTAATTTAAGCTTT
AAAATGATTAGCTAATTAAGATATAAAATAAATGCTTTATTGAGATAAAATATTT
TGAGCTGTACATGTCTTATTATCACGTACATAAAGAGTTTGTTCTCACATCCATTC
AGATCAGGTTTGTTAGGAATAGCGGTTGGAGCTAGGATGCAAGCTTAGAAGGGG
AGTGAATAGAATTGCTACAACTTTTCGATTAAACTTAGATTATGCAGTGAAAATA
AAATATGTTAAAAGTTAAAAGCAAACACACGAGATTTTTGTAGTGGTTCGGATCA
AAAATTCTATGTTTGCTCTTCCTTCTCGCGAAGGGCCTTCTTTATTATGACTAGAG
TTCACCTGAATCACAATCCGATTCATTAGGCTTTATCGATAGGATCCTGGAATCTA
CCTGAAACCATTCGAGATACCCAGCTCTTTACAATGACTGGAAGAAACTCAGCCC
AAACTAGCCATCCTTAATTCATCAGGCTTGAGTATGCCAACCCTTAATTAGCCCTG
CTTGAGTACACCATCAAACTCACAACTTTAAAAAACAAAATCAACCTAGAAACA
ATTAACGGATAATTAAAAAGATCTTACATCCTTTTAAATAAATCTCCAAAAAATT
TGATGTTGAAGATTCGTGAAGAAGCGATGACGCAGTTGAAAGCAAATGTTACTTC
TCCTCATTAAACAATCCTCAAGTTGAACAAACCTCTGGGGGTTACAATCTCAAAA
TAAATTCTCTCTATTAAAACCCTAGAATAGATCTATCTTATTTCTTTTTTTTTCTCT
TCATTGTTTGATATGATCTCTATGTCCTCTTAAATAGGCCTTGATAAGACGGGAAA
GATATTCTCAGATCAGAGTCCATATAGGAGACCAATTGGGTCAATGAAAGGTTGA
GATTAAATCTAAAAATCTGCCAAAACGCGTTGTAGTCATTGATGGTTGATTACGA
TCATCAATGGTTGATGCTAATCATCGATGGTCGATTGTAATCCATAAATTGTGCA
AACTCTGATTTCTAGAATTCAATGACTGTTTACTGTAGCCCATCGATGGTCCTCTT
GATCATCAATGGTTGACTGTAGACCATTGATGGTTCAATTTTTTATTTCCGTTTCT
CTGATTGTTTATTATAGTCCATCGATGAGTTGATGCAATTATGAATGGTGCCTCCT
AGCCATCGATGGTTCAAGGCTGAAATCAATTGTTTGTATTGATTTTTACATCATTT
TGAACCGAAACTTATTCGTACATGTTTATTCCTGAAATATATTATCTCACAAACTT
ATCGGTAGCAAATGAGAGTTTGTTATTAATCAAACAAAAAATATGTGCACGAGCA
ATGTTACTCCCCGAACATTACTCTAACAATAACATCCTGACCAATTTCAAGTTTTA
AACCTCAAACTCATGGAAGGAACCGAAGGACGAGCTTTGGGTAACAACAGTTAA
ACATTCTTATGTGGAAGCTCATCAACTTTAAAATTTAATGCAAGTAGCATCATCA
AATTTATTGTTTTTAACTGCAATTGTTTCTGATCAACATGTTGCTATTCTTTTCAGG
GTAAAAACTGATAAGAATATTATTATCTGTTAAAAAATTACTCAAAAACGCAGAG
AAAAATCCCAGCACTAATCGAGAATTTACAGCCAATGTGCAATATTGCTACACCC
ATTATCACAAGCATGACCCGTCTCTTGACCTGTTGCAGGGTTCCTTGCGTAAAAA
AGAGCGGAATACGATTCACTTTCCAAGGGAATGGATACTGGCTTCTAGCGTACGT
GATGAACGTAGGCGGAGGTGGGGACATCGCCGGCATGTGGGTCAGAGGAAGCAG
GAGCGGGTGGATCAGGATGAGCCACAATTGGGGCGCATCGTATCAGGCCTTCGC
AAGCCTCGGCGGCCAATCCCTCTCCTTCTTGATCACCTCTTACACCACCAAGCAAT
CAATCATCGCGTGGAATGTTGCCCCGAGTAATTGGAACGTTGGGTTGACGTATCA
AGCCTCTGTGAACTTTCATTAG




