
IDENTIFICATION 

Species: Brachypodium distachyon 

Locus: Bradi1g51990 

Gene Model: Bradi1g51990.1.p 

Description: BdEXPA-03 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon_v3_1  
KEGG: https://www.genome.jp/entry/T01717  

EXTERNAL RESOURCES 

https://brachypodium.org/  

https://archive.gramene.org/species/brachypodium/brachypodium_intro.html  

https://phytozome-next.jgi.doe.gov/info/Bdistachyon_v3_1
https://www.genome.jp/entry/T01717
https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BdEXPA-03 

MAMSDNPAIAMAAAAAAMMVLMAARLASANIPPSQWSPPATTGGYSTSVWIDGSA

TFYGDASGLGADFGGACGFSANDIASLYSTATAALSTPLFADGDGCGRCYELRCVKS

PWCNPGSPSITVTGTNLCPPNWYLPNDDGGWCNPPRQHFDLAPPSFLRLAARVAGIV

PVQFRRVPCQRTGGVRFYVTGNPYWLLLHIMNVGGAGDVCQVAVRMVGGNGGWI

TTSKNWGSTFQAFSALDKSKGLAVKLTTCGDPQQSIVVGDAIPSWWSTGLTYQGSNN

FW* 

CDS (coding sequence) 

>BdEXPA-03 

ATGGCGATGTCTGATAATCCGGCGATAGCCATGGCGGCGGCGGCGGCGGCGATG

ATGGTGTTGATGGCGGCTCGGCTGGCGAGCGCCAACATACCTCCTTCCCAATGGT

CGCCTCCTGCTACCACCGGCGGCTACTCCACGTCCGTCTGGATAGATGGCAGCGC

CACCTTCTACGGCGACGCCTCTGGACTCGGCGCCGACTTCGGCGGAGCGTGCGGG

TTCAGCGCCAACGACATCGCGTCGCTGTACTCGACGGCGACGGCGGCACTGAGCA

CGCCATTGTTCGCAGACGGCGACGGGTGCGGGCGGTGCTATGAGCTGCGGTGCGT

CAAGTCCCCCTGGTGCAACCCAGGGTCGCCGTCAATCACCGTCACGGGGACCAAC

CTCTGCCCGCCCAATTGGTACCTCCCCAACGACGACGGTGGCTGGTGCAACCCTC

CCCGACAACACTTCGACTTGGCGCCGCCGTCCTTCCTCCGGCTCGCCGCCAGGGT

CGCCGGCATCGTGCCCGTGCAGTTCCGGCGGGTGCCGTGCCAGAGGACCGGCGG

CGTCCGGTTCTACGTCACCGGGAACCCCTACTGGCTCCTGCTGCACATCATGAAC

GTTGGCGGCGCTGGTGATGTCTGCCAGGTCGCCGTCAGGATGGTCGGCGGCAATG

GCGGGTGGATCACGACGTCCAAGAATTGGGGCAGCACGTTCCAGGCCTTCTCTGC

GCTGGACAAGAGCAAGGGGCTCGCCGTTAAGCTAACGACTTGCGGCGACCCTCA

GCAAAGCATCGTCGTCGGCGACGCCATTCCGTCGTGGTGGTCCACCGGACTCACC

TACCAGGGATCAAACAACTTCTGGTGA 

Nucleotide 

>BdEXPA-03 

CTTAATTTGAGTTCATCTATCATCGGCCATGGCGATGTCTGATAATCCGGCGATAG

CCATGGCGGCGGCGGCGGCGGCGATGATGGTGTTGATGGCGGCTCGGCTGGCGA



GCGCCAACATACCTCCTTCCCAATGGTCGCCTCCTGCTACCACCGGCGGCTACTCC

ACGTCCGTCTGGATAGATGGCAGCGCCACCTTCTACGGCGACGCCTCTGGACTCG

GCGCCGACTTCGGTACATACATTCATGCACAACAGTAAAGATGCATCACTTGTTC

CGTTTCTAAATGTAACAAGTTCTACCTTTAATTTGTCCTAAATTAATAAACTTTTT

AAATTTTAACCAAGTTCATTAAGAAATTTTATATGTACTTGTTACAACTCTAAATT

AGTTTTATTAAATTCATCATGATACACATTTTCGTAGTATACTTATTTGATAATTT

AGATGCTAATGTATTTTTCCATAAATTTGGTCAGACTTTAAGAAGTTTGATTTAGG

ACAATTAAAGCTAGAATTTCTTATATTTAGGAACGGATGCAGTAGAATGCAAATC

AACCCATGTCTATACATGTACGTAATGCAGGCGGAGCGTGCGGGTTCAGCGCCAA

CGACATCGCGTCGCTGTACTCGACGGCGACGGCGGCACTGAGCACGCCATTGTTC

GCAGACGGCGACGGGTGCGGGCGGTGCTATGAGCTGCGGTGCGTCAAGTCCCCC

TGGTGCAACCCAGGGTCGCCGTCAATCACCGTCACGGGGACCAACCTCTGCCCGC

CCAATTGGTACCTCCCCAACGACGACGGTGGCTGGTGCAACCCTCCCCGACAACA

CTTCGACTTGGCGCCGCCGTCCTTCCTCCGGCTCGCCGCCAGGGTCGCCGGCATC

GTGCCCGTGCAGTTCCGGCGGGTGCCGTGCCAGAGGACCGGCGGCGTCCGGTTCT

ACGTCACCGGGAACCCCTACTGGCTCCTGCTGCACATCATGAACGTTGGCGGCGC

TGGTGATGTCTGCCAGGTCGCCGTCAGGATGGTCGGCGGCAATGGCGGGTGGATC

ACGACGTCCAAGAATTGGGGCAGCACGTTCCAGGCCTTCTCTGCGCTGGACAAGA

GCAAGGGGCTCGCCGTTAAGCTAACGACTTGCGGCGACCCTCAGCAAAGCATCGT

CGTCGGCGACGCCATTCCGTCGTGGTGGTCCACCGGACTCACCTACCAGGGATCA

AACAACTTCTGGTGATCTATCCACCCCCTTCGTCGATCCATGATCCACATTAAACA

CGTTGGTGATTATACGCGTCTGCACTCAAGATCGAGTTTCTGAATTAATTACACTT

GGAGTTGTTGTAATCTCTCCCCGTCTCTCTTTTAATTCATTTTGTTCTTTTAATTAT

ATATATTTTTGTCCCTAAGAGTTGTGTGTAGATATATGTATGCTATATATGTATAT

CCTTGGCTTCTAAACATTTTTCTAATGGTT 


