IDENTIFICATION

Species: Setaria italica

Locus: Seita.9G032400

Gene Model: Seita.9G032400.1.p
Description: SitEXPA-22
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818
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Query seq.
Superfanilies PLNO0OS0

+ Name Accession Description Interval E-value
[+] PLNO0050 super family cl31535 expansin A; Provisional 31-260 1.90e-115
SEQUENCES

Peptide

>SItEXPA-22

MAAMPALLLLVAAAAALVLPAAARIPGVYGGGAWQSAHATFYGGSDASGTMGGA
CGYGNLYSQGYGVNNAALSTALFNEGQSCGACFEIKCENQPGWRWCHPGSPSILVT
ATNFCPPNYALPSDDGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVSYRRVPCRKSG
GIRFTINGFRYFNLVLITNVAGAGDIVRASVKGSGTGWLPMSRNWGQNWQSNAILVG
DALSFRVTGSDRRTSTSWNAAPRNWQFGQTFEGKNFRV*

CDS (coding sequence)
>SItEXPA-22

ATGGCGGCAATGCCGGCGCTGCTTCTCCTGGTGGCCGCGGCCGCCGCGCTGGTCC
TCCCCGCCGCCGCCCGCATTCCCGGCGTGTACGGCGGCGGCGCCTGGCAGAGCGC
GCACGCCACGTTCTACGGCGGCAGCGACGCCTCGGGCACCATGGGCGGCGCGTG
CGGTTACGGCAACCTGTACAGCCAGGGTTACGGCGTGAACAACGCGGCGCTGAG
CACGGCGCTGTTCAACGAGGGGCAGAGCTGCGGCGCCTGCTTCGAGATCAAGTG
CGAGAACCAGCCCGGGTGGCGGTGGTGCCACCCCGGGAGCCCCTCCATCCTGGTC
ACGGCCACCAACTTCTGCCCGCCAAACTACGCGCTCCCCTCCGACGACGGCGGGT
GGTGCAACCCTCCCCGCCCCCACTTCGACCTCGCCATGCCCATGTTCCTCCACATC
GCCGAGTACCGCGCCGGCATCGTCCCCGTCTCCTACCGCCGGGTGCCGTGCCGCA
AGTCCGGCGGGATTCGGTTCACCATCAACGGCTTCCGCTACTTCAACCTGGTGCT
CATCACGAACGTGGCCGGGGCCGGCGACATCGTGCGCGCGAGCGTGAAGGGCTC
CGGCACCGGGTGGCTGCCCATGTCGCGGAACTGGGGCCAGAACTGGCAGTCCAA
CGCCATCCTCGTCGGCGACGCGCTCTCCTTCCGCGTCACCGGCAGCGACCGLCCGC
ACCTCCACCTCCTGGAACGCCGCCCCGCGCAACTGGCAGTTCGGCCAGACCTTCG
AGGGCAAGAACTTCAGGGTCTGA

Nucleotide
>SItEXPA-22

GGAGTCCCAGGAGAGCGCCATAAATACCACCCAGCCTTGGCCCTTCTTCCTTGGC
CTCCCCACCACTCTCCGCCCCCGCCCAGTCTTCCTGTGCCGCCGCGAACTGACACC
GCCCGTCCCGCAGCGAGTGCAACCGCGGCGAGTCGCGAGGAAGCAAGCCAAGGC
AACTAGGCAAGCGAGCGAGGAAAGAGGAGGGGATGGCGGCAATGCCGGCGLTG
CTTCTCCTGGTGGCCGCGGCCGCCGCGCTGGTCCTCCCCGCCGCCGCCCGCATTCC



CGGCGTGTACGGCGGCGGCGCCTGGCAGAGCGCGCACGCCACGTTCTACGGCGG
CAGCGACGCCTCGGGCACCATGGGTACGTTCCGTTCCTTTGGTTCGGCCGCGGGT
CTTCCATTCTTTCTTGGACGAGTTCTTGCGTTCGTCGTGTCGTGCCATCTCATCGA
GGATCCGAAATGGGTCTCTTGCGTTGCAGGCGGCGCGTGCGGTTACGGCAACCTG
TACAGCCAGGGTTACGGCGTGAACAACGCGGCGCTGAGCACGGCGCTGTTCAAC
GAGGGGCAGAGCTGCGGCGCCTGCTTCGAGATCAAGTGCGAGAACCAGCCCGGG
TGGCGGTGGTGCCACCCCGGGAGCCCCTCCATCCTGGTCACGGCCACCAACTTCT
GCCCGCCAAACTACGCGCTCCCCTCCGACGACGGCGGGTGGTGCAACCCTCCCCG
CCCCCACTTCGACCTCGCCATGCCCATGTTCCTCCACATCGCCGAGTACCGCGCCG
GCATCGTCCCCGTCTCCTACCGCCGGTACTGCTCCTCGGTTGCTAAAATCTCGAGT
TTTTAAGTGCTGAGACGAACACTAGCGACGCCTCTTGGGTTTGGTCGTTGGGGAC
GGTGCACGTAGTAAAAGACATTCAGGCCATGTTTAGTTACTCCCAACTCCCAACT
TTGACACTATGCAAAAAGAAGATTCCCTATCACATCAAACTTGCGGTACATGCAT
GGAGTACTAAATGTAGATGAAATTAAAAACTAATTGCACAGTTTTGTTGTACTTT
GCGAGACGAATCTTTTAAGCCTAATTAGTCAATATTTGGACAATAATTCACAAAT
ACAAACGAAACGTTACAGTGTGCTACAGTGCTGTAACAGTAATTTGGCACCTTCC
AAATTCCCCAACTAAACACGGCCTCACCTTGGTAGGGGCAAGAGCAGAGCCGGA
CAGAGCTCCATGGCCTCTGCTCGTCTGCATTCAAGATTCCTCCACTCTCCCCCACA
CGCCTTTTGAGGCGGCGCCTCGGCCTGCACTGTTGGTGGGGAAAAGAAAGCCTCC
GTGACGCGTTCCGTTCCGTCACAGGCGTCCAGTAGTAACGCCCACCCGCGTCCGT
CGCCTTTCCTGTGCCGTTTCATCTGCCCCGTCGGTCGATTTCGTCGCCGGTTCGGT
TGCACGGCATGGCCGATTTGATTCCCTGCCCGGCGGCCGGCGCGCCGCCGTGATC
ACGGCGCCTGCAATTACTACCCCGGCGCGGGTCATGGGAATATGCACCGGATCCG
GGGTGTAAAGGCGGGGGCGGGTACTCCTTGCTGGGAGAGCAAACGCAATGCGAA
ATCCTGTACTGTACGTGGTAAAGGTGATTTGGTACGGAGCTGGAAATGGAGGGCA
GGGATCACTTCATCCTGTCCTGGTGTGGGCTAGTGCGCCTCTTTCTGTGATTGAAG
CATTGGAGAGCCCCTTCCTAGTTCATGCTATGGTCCATTTCTCTGAATTTGGTAGG
AGTAGATCTGAAGATTTGGCCATTGCCCGTGTGAATTCTGCGCAAACCATATGCA
CACACTTCAGTAGTAGTAGTAGTAGTAGTAAGCCCATTCCGGCATGTCACATGTC
CCAGTGCTACTAGTAGCAAGCAACCTTTCTTGTTCACATTCCGACGAACAGCCAT
TTTAGTAGCAAGTAACATTCTGTTCGGCTCTAATCAGCCATTTGCGTAGTTGCGTG
CGTTGTGATCTGCATAATGGAACACTGTTTTGAGCAGGGAAGACCACCAGAGTCG
GCTACAGAGAGGCCCAGAGCAGAGAAGCCTCCAAAACAACATGGGGCCTGTAGT
AGGAACAGTATAGAAAGTAGAAACACTCTGGTAGGGCACGGCACAGGCTTTGAC
CTTTTTCACTTTGGGCCGACGGGGGGACACACCCGTGATTCCGGCCGTACGGGCC
TCCGCCCGGCGTCGCGGCTTTTCCGGTTCTCCCGTCCACGCCTCACATCCCATGCC
CTACCGGCCTACCCCCTGAAATGGCCAGTTTTGCCCCTCGCTCCTCCGGLCCTCCGG
TCCCCGCGTGACCTGTAAAGACCAGGGGCCGTCTCGTCCTTCCGTCCTGCAGCTC
CACCATTACGCGTGAAGCCTAGCCGAGTGGTCCTGCGGCTCTGCCGCCTGCGCTG
CACCTCCTGACCGTGGTGGTTGTCCCATCCTTTCTTTTTTTTTTCTACAGCAGCAAG
TTCTGTAGTTTTTACAGTTTTGCCCCTGGGAAAAATTAATGTTGCTCCGTTAATAC
TCTTGCTGATTACTACCTGCTGATTACCAGATTGATTGGTTATCTGATGATGCTGT
AAAAAACCACTAGCATTTTTTTTACTGAAGAAGAAATGTGGTGATGATGTTTTGC
AGGGTGCCGTGCCGCAAGTCCGGCGGGATTCGGTTCACCATCAACGGCTTCCGCT
ACTTCAACCTGGTGCTCATCACGAACGTGGCCGGGGCCGGCGACATCGTGCGCGC
GAGCGTGAAGGGCTCCGGCACCGGGTGGCTGCCCATGTCGCGGAACTGGGGCCA
GAACTGGCAGTCCAACGCCATCCTCGTCGGCGACGCGCTCTCCTTCCGCGTCACC




GGCAGCGACCGCCGCACCTCCACCTCCTGGAACGCCGCCCCGCGCAACTGGCAGT
TCGGCCAGACCTTCGAGGGCAAGAACTTCAGGGTCTGATCGATGATGCTCCCGAG
CATCATCGCCTACGCCGCCGGCGTTGTGATTCGGAAAAGAAGCCGATGCCTCTTA
TACGTAATTAGTATAGTCATTAAGCATGTGTCGGGGTGGGAATGTGCGTCCAAGC
TCACGCATTCTCGCCGTAATCCGGGTCCAAGTCCTCTCTGAAAGGAAGCTTTTTCT
TCTGAACGAGGGGGTCAATCAAAAAGGGTAAAGTCTAGAGTTGGTTAGGGTATA
TTTGTCAGTCACAACTAGTCCCTAGTACTCTGCTCCATTAGCGTGCTTATGGCTAC
CCGACTGTGTGGTTATGGATCTTGTTTGTGGTTAAGCCTCGGTTTGTGGGGGTGAT
TTCTGTTCGCAGAGTGGCTGAAGTGGCTGCCAAGCTGCAGCTTAAAAAACTGGTC
GCGGTGAGTGTAGCCCGCAGCTGCTTGTCCTTGTCCCCTGTCATCTGTCTCCATCA
TGGACCTGATTTTAAGTACCAGTAAGGTGATTGGAATTGTAAGAAGGCTA



