IDENTIFICATION

Species: Setaria italica

Locus: Seita.1G260700

Gene Model: Seita.1G260700.1.p
Description: SitEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE

Query seq,

binding site
Specific hits - — | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 69-192 1.36e-75
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, PIl and PlIl from Lolium perenne 200-278 6.95¢-31

MAKSSYTLLFGALVVLALLASPIACTRKLAKPNKHRRPTHKPGVRARSNHTATPSAS
DARGDAYGSGGWLSAGATYYGAPNGDGSDGGACGYQTAVGQRPFSSMIAAGSPSL
FKGGKGCGACYEVKCNSNTACSGQPATVVITDECPGGVCLAEAAHFDMSGTSMGA
MAKPGMADRLRAAGILKVQYKRVPCKYSGVNIAFRVDQGSNPFYFEVLIEFEDGDG
DLSAVDLMEAGCGTWTPMVQNWGALWRYNSNTGKALKAPFSIRLTSDSGKVLVAN
NVIPAGWKAGATYRSLVNYS*

CDS (coding sequence)
>SItEXPB-05

ATGGCGAAATCGTCTTACACCTTGCTGTTCGGCGCACTGGTCGTGCTCGCGCTTCT
AGCGAGCCCCATTGCTTGCACCCGCAAGCTCGCCAAGCCAAACAAGCACAGGCG
GCCGACGCACAAGCCGGGAGTCAGGGCCCGTAGCAACCACACCGCTACCCeCTC
GGCGTCCGATGCACGCGGCGATGCCTACGGCTCCGGCGGCTGGTTGTCTGCCGGL
GCGACGTACTACGGCGCGCCCAACGGCGACGGCAGTGACGGLCGGLGLGTGLGGL
TACCAGACCGCCGTCGGGCAGCGTCCCTTCTCGTCGATGATCGCCGCCGGGAGCC
CGTCTCTGTTCAAGGGAGGAAAAGGATGCGGCGCCTGCTACGAGGTTAAATGCA
ACAGCAACACGGCGTGCTCCGGTCAGCCGGCGACCGTGGTCATCACCGACGAGT
GCCCCGGTGGGGTCTGCCTCGCCGAGGCAGCTCACTTCGACATGAGCGGCACCTC
CATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTTCGCGCTGCCGGAAT
CCTCAAGGTCCAGTACAAGAGGGTGCCGTGCAAGTACAGCGGCGTGAACATCGC
CTTCCGGGTGGACCAAGGCTCCAACCCCTTCTACTTCGAGGTGCTGATCGAGTTC
GAGGACGGTGATGGCGACCTCAGCGCCGTCGACCTCATGGAAGCCGGGTGLCGGC
ACTTGGACCCCGATGGTGCAGAATTGGGGCGCGCTGTGGCGCTACAACTCCAACA
CCGGCAAGGCGCTGAAGGCGCCCTTCTCGATCCGGCTCACCTCCGACTCCGGCAA
GGTGCTCGTCGCCAACAACGTCATCCCCGCCGGCTGGAAGGCCGGAGCCACGTAC
CGCTCCTTGGTGAACTACTCCTGA

Nucleotide

>SitEXPB-05



GCAAAACACTCGAGCTGAGCTCATCACCTAGCTCACAGCCTCTTCCGATCGACCT
ACCAGTGCTTTGCTCAGAAGACGCAGCAGGCAAGAAGCTTGCAGCAGTGGCAAT
GGCGAAATCGTCTTACACCTTGCTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAG
CGAGCCCCATTGCTTGCACCCGCAAGCTCGCCAAGCCAAACAAGCACAGGCGGC
CGACGCACAAGCCGGGAGTCAGGGCCCGTAGCAACCACACCGCTACCCCCTCGG
CGTCCGATGCACGCGGCGATGCCTACGGCTCCGGCGGCTGGTTGTCTGCCGGCGC
GACGTACTACGGCGCGCCCAACGGCGACGGCAGTGACGGTTAGTGCGATTGCTA
ATTCTGTTGTCTGTCGGTTAACGTGTACTCCGTACTCTACAGTCTACATTGCACGG
CGGGTTAACATGGACTGGCCAAATTTGTACGTGCAGGCGGCGCGTGCGGCTACCA
GACCGCCGTCGGGCAGCGTCCCTTCTCGTCGATGATCGCCGCCGGGAGCCCGTCT
CTGTTCAAGGGAGGAAAAGGATGCGGCGCCTGCTACGAGGTCAGCAACTCGGCA
TAACACGCTAGTAGTTTAGTACACACATTGCCTGAGTTCGTGTGGTCACACAACG
CATGGCCTAGCTCCTGTGATCCAATAGCAGGGTAGCTCCATTGATGGTGCAAAAT
GGTCGGCGCTGGTGCTAACTGAATGCTTTCATGTGGCGCGCGTAACGCAGGTTAA
ATGCAACAGCAACACGGCGTGCTCCGGTCAGCCGGCGACCGTGGTCATCACCGA
CGAGTGCCCCGGTGGGGTCTGCCTCGCCGAGGCAGCTCACTTCGACATGAGCGGC
ACCTCCATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTTCGCGLTGLCG
GAATCCTCAAGGTCCAGTACAAGAGGTATGTGCCTGCTACCTGCTGAGAAGTTCA
GAATTTCCGTTAGGTACGGAGTTCATAGTTACCACTCGTGGCAGGGTGCCGTGCA
AGTACAGCGGCGTGAACATCGCCTTCCGGGTGGACCAAGGCTCCAACCCCTTCTA
CTTCGAGGTGCTGATCGAGTTCGAGGACGGTGATGGCGACCTCAGCGCCGTCGAC
CTCATGGAAGCCGGGTGCGGCACTTGGACCCCGATGGTGCAGAATTGGGGCGCG
CTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAAGGCGCCCTTCTCGATCC
GGCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAACGTCATCCCCGCCGG
CTGGAAGGCCGGAGCCACGTACCGCTCCTTGGTGAACTACTCCTGAACTGCAACA
GGAGATTATATTTTGTTACGGCTCACGGCAATTCGAGGTAGTTCCTAATGTGTGTC
CGGGTGTTTGAGAGAGGCGCGGTGTCAGATGAGGAGGAGAAGCCGGTCTAAGAA
TCGTGTTCTTTCCCTCCCTCCACGATCTCTACGCAGTCCCCTCGTGACGCATGCAG
TCGCTGTGTCTATTTATCTGTGATTTTATTTTTTCCCCTTTTCTTCCTCTCGGTGTGA
TGTTGAGGGGAGAAGAATAGCTTAAGCTGCGACTAAAGTTGCATTATGGTGTATC
CGCTATGAAATTGTGTGAATGTTTTTGTACCACGCAAATACGCAATCCTTATGGA
GA




