
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin02G132400 

Gene Model: Misin02G132400.4.p 

Description: McsEXPB-15 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-15 

MQTFHHSSETLLSHILCATCHRVCCMASTLQLLFSIAITAFAFFLHPCASTEFRRELYG

WSNGIATWYGAADGAGTDGGACGYQNAVDQPPFSSMIAAGCSSIYDSGKGCGSCYQ

VVCTGNEACSGNPVTVVITDECPDCPCPDEQVHLDMSGTAFGALAKPGQESQLRGA

GAIQIQYTRVQCEWPGVDVTFSVESGSNPNYLAVLIEYEDSDSDLYSVDIMQQGGTG

TGQWVPMQQSWGAVWKINSGSVLQGPFNIRLTFSSGRVLVASNAIPAGWNAGVAYR

SGGVAVTRARPRSGGCRRYEAAGTLHLLVLSVVLLML* 

CDS (coding sequence) 

>McsEXPB-15 

ATGCAAACTTTCCATCACAGCAGTGAAACACTACTCTCTCACATTCTCTGTGCTAC

CTGTCACAGGGTGTGTTGTATGGCTTCCACGCTCCAGCTGCTGTTTTCCATTGCCA

TCACAGCTTTCGCTTTTTTCCTCCACCCATGTGCATCCACTGAGTTCCGCCGTGAG

CTCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGCGCAGCTGATGGTGCCG

GAACTGACGGTGGCGCGTGTGGATACCAGAATGCTGTGGACCAGCCACCCTTCTC

ATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGATTCTGGCAAGGGCTGTGGCT

CTTGCTATCAGGTTGTATGCACTGGCAATGAGGCTTGCTCTGGTAACCCGGTGAC

TGTCGTCATCACCGACGAGTGCCCTGATTGCCCGTGTCCCGATGAGCAGGTCCAT

TTGGACATGAGCGGGACAGCGTTCGGTGCCTTGGCAAAGCCCGGGCAGGAGAGC

CAACTGCGTGGCGCCGGCGCCATCCAAATCCAGTATACCCGGGTGCAGTGCGAGT

GGCCTGGCGTGGACGTAACCTTCTCGGTGGAGTCGGGCTCCAACCCGAACTACCT

GGCCGTGCTGATCGAGTACGAGGACAGCGACAGCGACCTCTACTCCGTGGACATC

ATGCAGCAGGGCGGGACGGGGACGGGGCAGTGGGTGCCGATGCAGCAATCGTGG

GGCGCCGTGTGGAAGATCAACTCCGGCTCCGTCCTCCAGGGCCCCTTCAACATCC

GCCTCACCTTCAGCTCTGGCAGGGTGCTCGTCGCCAGCAACGCCATACCTGCGGG

GTGGAACGCCGGCGTCGCGTACCGGTCCGGCGGCGTGGCTGTGACGAGGGCCAG

GCCCAGGAGCGGTGGCTGCCGGCGCTACGAGGCTGCCGGAACACTGCACCTTTTA

GTGTTGTCAGTGGTATTATTGATGCTGTGA 

 

 



Nucleotide 

>McsEXPB-15 

TCATAACAACTTCGTTGAACATACTTCATTAGCAGGCAACTCAGAACTCTTCCAA

ATTTACTCCCAGCTGCCAATTGCCTACTGAATTGCTGTTTGGTAGTGAGTGTCTAA

TGCCTTCTACATTAGAGAAACTGCAGTACTAAATCATGTAACTATAACTCGTTTCC

CAAATGGCCAAATAGAGCCCCTGCCTGTTCTTCTGTCCTTCACTGCGTCCTTATGC

AAACTTTCCATCACAGCAGTGAAACACTACTCTCTCACATTCTCTGTGCTACCTGT

CACAGGGTGTGTTGTATGGCTTCCACGCTCCAGCTGCTGTTTTCCATTGCCATCAC

AGCTTTCGCTTTTTTCCTCCACCCATGTGCATCCACTGAGTTCCGCCGTGAGCTCT

ATGGTTGGTCCAATGGCATTGCTACATGGTATGGCGCAGCTGATGGTGCCGGAAC

TGACGGTAAGAGATTACATACATAACATAAAAGTCAATGCACCATAGTCACCACT

TAATTACCATGTATTTGCTCCACCAAACTGGTGCACCTTGTAAAGTAATTTGCATG

AAATATGTTGTAGGTGGCGCGTGTGGATACCAGAATGCTGTGGACCAGCCACCCT

TCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGATTCTGGCAAGGGCTGT

GGCTCTTGCTATCAGGTGTGTATACCTCAGAGATTCAGGCATCATGCTCGTTCACG

CCTGCCTTTTGACATTCGGAAGATTAATTACTCAACAGGTTGTATGCACTGGCAAT

GAGGCTTGCTCTGGTAACCCGGTGACTGTCGTCATCACCGACGAGTGCCCTGATT

GCCCGTGTCCCGATGAGCAGGTCCATTTGGACATGAGCGGGACAGCGTTCGGTGC

CTTGGCAAAGCCCGGGCAGGAGAGCCAACTGCGTGGCGCCGGCGCCATCCAAAT

CCAGTATACCCGGTATGTCATGTGCACATGAATGTATGCTTCTTCGGAAGAGATT

TTCTACCAATGCTCCGTAACTGCCATGTGCTTTTCAGTTGTATATATAAACGCAAA

CGCCATGCGATTGTGCAGGGTGCAGTGCGAGTGGCCTGGCGTGGACGTAACCTTC

TCGGTGGAGTCGGGCTCCAACCCGAACTACCTGGCCGTGCTGATCGAGTACGAGG

ACAGCGACAGCGACCTCTACTCCGTGGACATCATGCAGCAGGGCGGGACGGGGA

CGGGGCAGTGGGTGCCGATGCAGCAATCGTGGGGCGCCGTGTGGAAGATCAACT

CCGGCTCCGTCCTCCAGGGCCCCTTCAACATCCGCCTCACCTTCAGCTCTGGCAGG

GTGCTCGTCGCCAGCAACGCCATACCTGCGGGGTGGAACGCCGGCGTCGCGTACC

GGTCCGGCGGCGTGGCTGTGACGAGGGCCAGGCCCAGGAGCGGTGGCTGCCGGC

GCTACGAGGCTGCCGGAACACTGCACCTTTTAGTGTTGTCAGTGGTATTATTGAT

GCTGTGAGCTGAGATGCGATGCAATTTTGGTGGCTGTGTGAGCGTGCAAATTAGG

ACTACCTGGATTGAGTAGTTCTCTGTATTTTTCTTGTAGTTGTAGCGTGGAGGTCG

GATTAATGCCTCGTATTGTGGACATTTCTGCTAGTCAGCGAATTTCTGTCCATGTT

ACACAAGAAAGGTGGGCGTGCTTCGCCACGACTGCACATTCTGACGTGTTTGCTG

C 




