
IDENTIFICATION 

Species: Kalanchoe fedtschenkoi 

Locus: Kaladp0059s0193 

Gene Model: Kaladp0059s0193.1.p 

Description: KfEXPA-14 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KfEXPA-14 

MSISKMMAYYYHSSSFQSLFPAVSLLLISAVSAQGGKWESATATSTFNGQDLAGCGF

ENQTEYGGKTAAVSTALYSNGRMCGACFEIKCGGGSSRNCLPRTVQVTAAGEWVE

MINGDDQRWVTSHRVSLAGQSLSFHVTSSDGKAVESKDVVPKNWKFGETYEGGQF

K* 

CDS (coding sequence) 

>KfEXPA-14 

ATGAGCATTAGTAAGATGATGGCTTACTACTACCATTCCTCTTCCTTCCAATCATT

GTTCCCAGCCGTCTCCCTTCTCTTGATCTCAGCTGTCTCAGCTCAGGGTGGCAAAT

GGGAATCGGCCACAGCTACTTCCACATTCAACGGTCAAGACTTGGCAGGGTGCGG

ATTTGAGAATCAGACAGAATACGGCGGCAAAACGGCGGCAGTGAGCACAGCCCT

GTACAGCAACGGCCGGATGTGCGGCGCGTGCTTCGAAATAAAATGCGGCGGAGG

CAGCTCAAGAAACTGCCTGCCCAGAACCGTCCAGGTGACGGCAGCCGGCGAGTG

GGTGGAGATGATCAATGGGGATGATCAGCGCTGGGTCACGTCTCATCGGGTGTCG

CTGGCGGGACAAAGCCTGTCGTTCCACGTGACGTCGAGCGATGGGAAGGCGGTG

GAGAGTAAAGATGTTGTGCCTAAAAACTGGAAGTTCGGAGAAACTTATGAAGGA

GGCCAGTTCAAGTAG 

Nucleotide 

>KfEXPA-14 

ACAAACCCATTTCAACATCCATGAGCATTAGTAAGATGATGGCTTACTACTACCA

TTCCTCTTCCTTCCAATCATTGTTCCCAGCCGTCTCCCTTCTCTTGATCTCAGCTGT

CTCAGCTCAGGGTGGCAAATGGGAATCGGCCACAGCTACTTCCACATTCAACGGT

CAAGGTACCTATCCAAGTCCAACTGTTGCGTATACAAATACTCTCTCGGAGGCTT

CTCCTCTTTTTTTCATTATTGATGTTGTGAAACAGACTTGGCAGGGTGCGGATTTG

AGAATCAGACAGAATACGGCGGCAAAACGGCGGCAGTGAGCACAGCCCTGTACA

GCAACGGCCGGATGTGCGGCGCGTGCTTCGAAATAAAATGCGGCGGAGGCAGCT

CAAGAAACTGCCTGCCCAGAACCGTCCAGGTGACGGCAGCCGGCGAGTGGGTGG

AGATGATCAATGGGGATGATCAGCGCTGGGTCACGTCTCATCGGGTGTCGCTGGC

GGGACAAAGCCTGTCGTTCCACGTGACGTCGAGCGATGGGAAGGCGGTGGAGAG



TAAAGATGTTGTGCCTAAAAACTGGAAGTTCGGAGAAACTTATGAAGGAGGCCA

GTTCAAGTAGGCAAAACAGAACTTTCAAGCTACTGGAACTTCTTTAGCATGATTT

TAAGGTGGTTGGGTGCCTAAAAATTAAGGTTGGTTTTAAGTTTCAGTTTCGTGGGT

GGTTGGATGCGCTTGTAATATTTTTTGTGTTTATTGAAAAAAAAAAAATTCGGCCT

TTTTTATATCACATCATCTTAGCTTCAGTTCAATGAACACACCTGCTTACCAG 




