IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0059s0193

Gene Model: Kaladp0059s0193.1.p
Description: KIEXPA-14

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1

GENE STRUCTURE
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DOMAIN ARCHITECTURE
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Query seq, MS ISKMMAYYYHSS SFOSLFPAYSLLLI SAY SADGGKWESAT ATS TENGOOLAGCGF ENQTEYGGK TAAYS TAL YSNGRMCGACFE IKC GGG SSRNCL PR TVOYTAAGE WYE MINGDDORWYTSHRYSLAGO SLSFHY TSSDGK AVE SKD WWPKNWKF GET YEGGOF K¥
Superfanilies DPBB_R1pA_EAP_N-like superfamily

PLNO0OS0

List of domain hits d
+ Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-ike super family cl41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 38-106 2.9%e-16
[+] PLNO0050 super family 3153 expansin A: Provisional 25-167 4.00e-14
Peptide

>KfEXPA-14

MSISKMMAYYYHSSSFQSLFPAVSLLLISAVSAQGGKWESATATSTFNGQDLAGCGF
ENQTEYGGKTAAVSTALYSNGRMCGACFEIKCGGGSSRNCLPRTVQVTAAGEWVE
MINGDDQRWVTSHRVSLAGQSLSFHVTSSDGKAVESKDVVPKNWKFGETYEGGQF
K*

CDS (coding sequence)
>KfEXPA-14

ATGAGCATTAGTAAGATGATGGCTTACTACTACCATTCCTCTTCCTTCCAATCATT
GTTCCCAGCCGTCTCCCTTCTCTTGATCTCAGCTGTCTCAGCTCAGGGTGGCAAAT
GGGAATCGGCCACAGCTACTTCCACATTCAACGGTCAAGACTTGGCAGGGTGCGG
ATTTGAGAATCAGACAGAATACGGCGGCAAAACGGCGGCAGTGAGCACAGCCCT
GTACAGCAACGGCCGGATGTGCGGCGCGTGCTTCGAAATAAAATGCGGCGGAGG
CAGCTCAAGAAACTGCCTGCCCAGAACCGTCCAGGTGACGGCAGCCGGCGAGTG
GGTGGAGATGATCAATGGGGATGATCAGCGCTGGGTCACGTCTCATCGGGTGTCG
CTGGCGGGACAAAGCCTGTCGTTCCACGTGACGTCGAGCGATGGGAAGGCGGTG
GAGAGTAAAGATGTTGTGCCTAAAAACTGGAAGTTCGGAGAAACTTATGAAGGA
GGCCAGTTCAAGTAG

Nucleotide
>SKfEXPA-14

ACAAACCCATTTCAACATCCATGAGCATTAGTAAGATGATGGCTTACTACTACCA
TTCCTCTTCCTTCCAATCATTGTTCCCAGCCGTCTCCCTTCTCTTGATCTCAGCTGT
CTCAGCTCAGGGTGGCAAATGGGAATCGGCCACAGCTACTTCCACATTCAACGGT
CAAGGTACCTATCCAAGTCCAACTGTTGCGTATACAAATACTCTCTCGGAGGCTT
CTCCTCTTTTTTTCATTATTGATGTTGTGAAACAGACTTGGCAGGGTGCGGATTTG
AGAATCAGACAGAATACGGCGGCAAAACGGCGGCAGTGAGCACAGCCCTGTACA
GCAACGGCCGGATGTGCGGCGCGTGCTTCGAAATAAAATGCGGCGGAGGCAGCT
CAAGAAACTGCCTGCCCAGAACCGTCCAGGTGACGGCAGCCGGCGAGTGGGTGG
AGATGATCAATGGGGATGATCAGCGCTGGGTCACGTCTCATCGGGTGTCGCTGGC
GGGACAAAGCCTGTCGTTCCACGTGACGTCGAGCGATGGGAAGGCGGTGGAGAG



TAAAGATGTTGTGCCTAAAAACTGGAAGTTCGGAGAAACTTATGAAGGAGGCCA
GTTCAAGTAGGCAAAACAGAACTTTCAAGCTACTGGAACTTCTTTAGCATGATTT
TAAGGTGGTTGGGTGCCTAAAAATTAAGGTTGGTTTTAAGTTTCAGTTTCGTGGGT
GGTTGGATGCGCTTGTAATATTTTTTGTGTTTATTGAAAAAAAAAAAATTCGGCCT
TTTTTATATCACATCATCTTAGCTTCAGTTCAATGAACACACCTGCTTACCAG






