
IDENTIFICATION 

Species: Populus trichocarpa 

Locus: Potri.017G140000 

Gene Model: Potri.017G140000.1.p 

Description: PtEXPA-28 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1   

KEGG: https://www.genome.jp/entry/gn:T01077  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1
https://www.genome.jp/entry/gn:T01077


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PtEXPA-28 

MFSHKKDNKMPPPLLQGPIHTLLKPLLLLLLLLTLPPTTTSHTSSTTTPPPLSTYLSQW

QPARATYYAASDPRDTVGGACGYGDLVKAGYGMATVALSESMFERGQICGACFEIK

CVDDLRWCIPGTSIIVSVTNFCAPNYGFPSDAGGKCNTPNKHFVLPIESFEKIAIWKAA

NMPVQYRRIKCRKEGGIRFTISGSGIFLSVLISNVAGAGDVTSVRIKGSRTGWLDMGR

NWGQNWHVNANLQNQALSFEVTSSDKMTVLSYTVAPKDWRFGQTFEGKQFET* 

CDS (coding sequence) 

>PtEXPA-28 

ATGTTCTCCCATAAAAAAGACAACAAGATGCCACCGCCATTACTTCAAGGCCCTA

TTCACACTCTCCTGAAACCTCTCCTCCTCCTCCTCCTCCTCCTCACTCTCCCCCCCA

CCACCACCTCCCACACCTCTTCCACCACCACCCCTCCACCTCTGTCCACTTACCTA

TCCCAATGGCAACCCGCACGCGCTACTTACTACGCAGCATCCGATCCCCGGGACA

CAGTAGGAGGCGCGTGTGGATATGGGGACTTGGTTAAGGCGGGATATGGAATGG

CAACTGTAGCATTGAGTGAATCAATGTTTGAACGTGGACAGATCTGTGGCGCGTG

TTTTGAAATCAAATGTGTTGATGATTTGAGGTGGTGTATTCCTGGGACTTCTATTA

TTGTTTCTGTTACTAATTTTTGTGCTCCAAATTATGGGTTCCCTTCTGATGCTGGTG

GAAAATGTAATACTCCAAATAAGCACTTTGTGCTGCCCATTGAATCTTTTGAAAA

GATTGCCATTTGGAAGGCTGCTAATATGCCTGTTCAGTACAGAAGGATTAAGTGC

AGAAAGGAAGGAGGGATTCGGTTTACAATCTCTGGGTCCGGTATCTTCCTTTCTG

TGCTGATCAGCAATGTTGCAGGTGCTGGAGACGTAACTTCAGTGAGGATTAAAGG

TTCAAGAACGGGTTGGCTTGATATGGGTAGGAACTGGGGCCAAAACTGGCATGTT

AATGCAAATTTACAGAATCAAGCTCTCTCATTTGAGGTCACCAGTAGTGATAAGA

TGACTGTTCTTTCTTACACCGTTGCTCCCAAAGATTGGAGATTTGGACAAACCTTT

GAAGGCAAGCAATTTGAGACTTGA 

Nucleotide 

>PtEXPA-28 

ACTTCTGTAATAAAGGAACAGAGACAAAGACAACCTCAACATCATCAAAGCTTA

CTCAACAAATCCTTCTCTTTCATGTTCTCCCATAAAAAAGACAACAAGATGCCAC

CGCCATTACTTCAAGGCCCTATTCACACTCTCCTGAAACCTCTCCTCCTCCTCCTC

CTCCTCCTCACTCTCCCCCCCACCACCACCTCCCACACCTCTTCCACCACCACCCC



TCCACCTCTGTCCACTTACCTATCCCAATGGCAACCCGCACGCGCTACTTACTACG

CAGCATCCGATCCCCGGGACACAGTAGGAGGCGCGTGTGGATATGGGGACTTGG

TTAAGGCGGGATATGGAATGGCAACTGTAGCATTGAGTGAATCAATGTTTGAACG

TGGACAGATCTGTGGCGCGTGTTTTGAAATCAAATGTGTTGATGATTTGAGGTGG

TGTATTCCTGGGACTTCTATTATTGTTTCTGTTACTAATTTTTGTGCTCCAAATTAT

GGGTTCCCTTCTGATGCTGGTGGAAAATGTAATACTCCAAATAAGCACTTTGTGC

TGCCCATTGAATCTTTTGAAAAGATTGCCATTTGGAAGGCTGCTAATATGCCTGTT

CAGTACAGAAGGTAAAATCCTGAAAACCCTTTTGGATTTTGTTGTTTTGTAAGTTG

AGGTTAAGGTTTCATCCTAGCATGGTTAGGCATGCAGTTTGGAACACATTTAGTG

CTTTAAAAGTTTGAGCTACGCGAGAGAGGATTTTTTGTTTTTTTGAAGAAATTTTG

ATGATTTGCTTGCCTAATTCTTTCAAGATTAGAAATTTGAGTGTCTAGTTTGTTAG

TTTTCAATGACTTTGTCTGCTTTTACTTCTTTCTTTCTTTCTAACATGCGTTTAGCC

ATTGAAAGGAAGAGTGCCAATGGGCTAGATTTAGCAATTCCATGTTAATTGGTTT

GTCTTTGTTAGTCTATTTCTTCTTTCAAAACTTGTTTCTCTCAGCCTCGGTTCCTTT

GAGGATGAACTAGACTGACCATTTTGAGTTTATTGTATTTAGGTTCATTTTTTATA

GCTTCCATTGAAAGATTAAACATTAGAAGTTGTTAATTGTAATTTTAGAAACAGG

AAGGTTTCTTGTCATATCAAAAGAAGAACTTGGTGTAATCTTAGTAACTAAGCAA

GTAGACTAGGGATGGACAATCTAAATTTATTGCTTTGTGTGTCCTGATCAGTGCTA

ATGTGCACCCGGTCTCCTGCAAACTTAGTCATGGCATCACTTGTGGGGATTTAATC

AAGAGCACCTGTTTTGGCTTTGAAAATTCAAAGGGGTATTTACCCAACAGTATAT

GTTTTCTTTTGTATATGATACTGACAATTCCTTTGCCAAAACCCCTTTGTAAGTGT

CTGAAAGCTTACAGTTAACTGGCATTAACTTAGAAAATATTTCTGTTCTTTTAATT

GCTAGAGCAAAAGTAAGCTCAAGAACACAGCATTTATATATACTTGAATTATTCC

AGAAATAAGTAGCCTTTACTTTCTTTTACTGATGGTACCGGATATATATCATTTAA

TCTGAAATCTAAATAAAGGTTCTTGAAGTTTGCTATTGTTGTTTTCAAATAATATT

TTTTTCCCTTATCCTTAACTTGGTTGCGTTTGAACAGGATTAAGTGCAGAAAGGAA

GGAGGGATTCGGTTTACAATCTCTGGGTCCGGTATCTTCCTTTCTGTGCTGATCAG

CAATGTTGCAGGTGCTGGAGACGTAACTTCAGTGAGGATTAAAGGTTCAAGAAC

GGGTTGGCTTGATATGGGTAGGAACTGGGGCCAAAACTGGCATGTTAATGCAAAT

TTACAGAATCAAGCTCTCTCATTTGAGGTCACCAGTAGTGATAAGATGACTGTTC

TTTCTTACACCGTTGCTCCCAAAGATTGGAGATTTGGACAAACCTTTGAAGGCAA

GCAATTTGAGACTTGATGTACTGGCAAGAAAATAAAATGATAAATAGATGAGAC

CATTCTTTTCTTTTTCTATTTCTATGTTGTGCTCTCCTGGTTGGGGGTGAAGGTGTA

TGGAGTGAGGGGTTATGTCAATTTTGGTGGAAGATGCATGAATCAGTGGGTTGTC

TATGGTCCAAAGGACATAGTTTGAGATGATACTACATTGTTGTATGGTGGGTACA

CTAGACCCGAGAAACTGTGCACTCATGTGTATGATCGAAGATGATGAAGGATGA

CCCAACCTGGGTTTAAGTCTATGTTCTTGGACTTAGTTTCAGAAGATACTATGTTG

TTGTAACATGCAACTTAAAACAATGTTAAATGATAAAAGTCTGCTGCTTTCTGCT

ACTCTGAC 




