IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G208800

Gene Model: Misin02G208800.1.p
Description: McsEXPA-13
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Query seq.
Superfanilies PLN00193

Name Accession Description Interval E-value
[+] PLN00193 super family €13342 expansin-A; Provisional 22-228 9.89¢-90

SEQUENCES
Peptide
>McsEXPA-13

MAVGVEGDDGGSNWWAQRRSRGACGYENLYNAGYGVNNAALSPVLFNDGASCGQ
CYVIICDASRPGGQYCKPGTWITVTATNLCPSNYALPKGGWCGPGLPHFDMSQPAWE
NIGVYSGGIIPVQYQQVKCWRNGGVRFSMAGNY YFLLVNIQNLAGSGSVAAAWIKG
DNTGWIQMSRNWGANWQALAGLVGQGLSFAVTSTGGQY IQFLNVVPGWWQFGMT
FNTNQNFNY™*

CDS (coding sequence)
>McsEXPA-13

ATGGCTGTCGGTGTAGAGGGCGACGACGGCGGCTCGAACTGGTGGGCACAGCGG
CGTTCCAGAGGCGCATGCGGCTACGAGAACCTATACAACGCCGGGTACGGCGTC
AACAACGCAGCGCTGAGCCCGGTGCTGTTCAACGACGGCGCGTCGTGCGGGCAG
TGCTACGTCATCATCTGCGACGCATCACGCCCGGGCGGCCAGTACTGCAAGCCTG
GCACATGGATCACCGTGACGGCCACCAACCTGTGCCCATCCAACTACGCGCTGCC
CAAAGGCGGGTGGTGCGGCCCGGGGCTGCCCCACTTCGACATGTCGCAGCCGGC
GTGGGAGAACATCGGCGTCTACAGCGGCGGCATCATCCCGGTGCAGTACCAGCA
GGTCAAGTGCTGGCGCAACGGCGGCGTGCGCTTCAGCATGGCCGGCAACTACTAC
TTCCTGCTCGTGAATATCCAGAACCTCGCTGGCAGCGGGTCCGTGGCCGCCGCCT
GGATCAAGGGCGATAACACGGGGTGGATCCAGATGTCCAGGAACTGGGGCGCCA
ACTGGCAGGCGCTCGCCGGGCTCGTCGGCCAGGGGCTTAGCTTCGCCGTGACCAG
CACAGGTGGGCAGTACATCCAGTTCCTCAACGTAGTGCCAGGATGGTGGCAGTTC
GGCATGACCTTCAACACAAACCAGAATTTTAACTACTAA

Nucleotide
>McsSEXPA-13

ATGGCTGTCGGTGTAGAGGGCGACGACGGCGGCTCGAACTGGTGGGCACAGCGG
CGTTCCAGTGACCCCTGTGTGGTAGAGATTAAAAGGAGAGGATGATGAGCTTCAC
AGCATGCCAAGGGATCCAAAACGACAAGAGTGGGAGCGAGAGCTGCTCTAGAAC
GAGCTAACCACGGTGAGGTCGAACTCAGCGGCCATGGTGGCGCTGCCGTGACGG
AAACGGCGCGCGCGGCCACTCCCGACGATGAGAGATGACACAAGCGGGTCAAGA
AGGTGTGCGAGGACGAGGCGAAGCTAGGTGCGTGAGCAATTGGGCAGAGATGGA
TTGGTGGCGATGAATTTGGCTAGCGACCGAGGAGCTCGACGGCGGCGGGAAGAA



ATAAGAAGACTGCGACCAGCTTCTGGGCCATTTGAAGGCGGTGGCCAAGCATCA
CGGCGTCCAGCAGCTACTTGCGACGCTGCCACCGCATCAGCTACATGCCCGTGCA
TGAGAGAGCGGCGAAAACGATCACGGCGGCTCGCTGACGAAGCTGCTGCCTGGC
ACCTGTTTGCAGAGTACTGTAGCTGACTGAAGCCCGATGTTCCTCCACCTTTTTCT
CAGTAGCAACTTGAAAAACTTCCTTAATCAAAGTAGCTCATCTAGATGTCCTCTC
CTACTTTGTTTACTGACTCGATCTCTAATTCTAAACGGTTAGAGAGATTTTGAATG
AGGAATAGGAGTACTTTGAAACTGATTTTGGAAATTCAGTTAGGGTTTGAAAATT
TGGTTTGGTTAAGCAACTTTGGTAATTAATTAGTGAACAATTAGCTATCAAACAT
ATCAATAATTTACATGATATCAAAGCTCAAACATTCCACCAAACAATGGAACAAA
GTTTGGTCAAATTTTATTCATAACAATTCATTTGATAATTCTTCAAAGATTGAACC
TAACACTGTTTTTCATTGACTTAGAAAAAAATGGCTAAGTATGGAAAATAACATT
GAATTCAATTTTTGAGCTCAAGTTTAAACATATTTGACTTGAAAACTCTAACAAA
CCTTTATCCCATATAATAAAGCACACTCTGAACTATAAAGTTTACTTTCACAAAAT
TTTAATTGTTTAAGCAAAATTCACATATATAAATTCACAAAGACTCATCACTGAA
ATCAAAGATATCATTTCATACAACATATAAAACATAACATATGCAACATATGAAT
GCTATAAATGAAACATTTAGTGCATTTATGACATGATACTTGGTGTTTATGCCTGA
TGATGCTCATGATCAAGTTTTAACCGCTGTTTAACATCTAGGATGTTACACCCATG
GGGTGGTCTGACAGACCACTAGGCTTAACCTGGNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTACAGGAG
GCGCATGCGGCTACGAGAACCTATACAACGCCGGGTACGGCGTCAACAACGCAG
CGCTGAGCCCGGTGCTGTTCAACGACGGCGCGTCGTGCGGGCAGTGCTACGTCAT
CATCTGCGACGCATCACGCCCGGGCGGCCAGTACTGCAAGCCTGGCACATGGATC
ACCGTGACGGCCACCAACCTGTGCCCATCCAACTACGCGCTGCCCAAAGGCGGGT
GGTGCGGCCCGGGGCTGCCCCACTTCGACATGTCGCAGCCGGCGTGGGAGAACA
TCGGCGTCTACAGCGGCGGCATCATCCCGGTGCAGTACCAGCAGGTCAAGTGCTG
GCGCAACGGCGGCGTGCGCTTCAGCATGGCCGGCAACTACTACTTCCTGCTCGTG
AATATCCAGAACCTCGCTGGCAGCGGGTCCGTGGCCGCCGCCTGGATCAAGGGC
GATAACACGGGGTGGATCCAGATGTCCAGGAACTGGGGCGCCAACTGGCAGGCG
CTCGCCGGGCTCGTCGGCCAGGGGCTTAGCTTCGCCGTGACCAGCACAGGTGGGC



AGTACATCCAGTTCCTCAACGTAGTGCCAGGATGGTGGCAGTTCGGCATGACCTT
CAACACAAACCAGAATTTTAACTACTAA





