IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin13G145400

Gene Model: Misin13G145400.1.p
Description: McsEXPA-53
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Superfanilies PLNO0OS0

+ Name Accession Description Interval E-value
[+] PLND0O50 super family 31535 expansin A; Provisional 46-269 361e-85

SEQUENCES
Peptide
>McsEXPA-53

MAPPPLLVSLLVAVLAVAADVANAGGAKPLTPGGRVVHHNHGKFTGGPWKPAHAT
FYGGRDGSGTTAGACGYKDTRAEGYGVQTVAVSSVLFGDGAACGGCYEVRCVDSP
DGCKPGAAALMVTATNLCPPNDQQSGDSGGWCNPPREHFDLTMPAFLQIAQEKAGI

VPISYRRLACAKQGGIRYTITGNKYFNMVTVTNVGGAGDLSAVSVKGSKRVKWTEL
KRNWGIVWQTGEDLTCESLTFRVMTSDHRKATSWRVLPTDWQFGVTYQASKNF*

CDS (coding sequence)
>McsEXPA-53

ATGGCGCCACCGCCTCTCCTGGTGTCGCTGCTGGTCGCCGTGCTCGCGGTGGCCG
CCGATGTCGCCAATGCCGGCGGCGCCAAGCCCCTGACGCCTGGCGGGLCGLGTGGT
GCACCACAACCACGGCAAGTTCACGGGCGGCCCGTGGAAACCCGCCCACGCGAC
CTTCTACGGCGGCCGGGACGGGTCCGGCACCACGGCGGGCGCGTGCGGGTACAA
GGACACGCGGGCGGAGGGGTACGGCGTGCAGACGGTGGCCGTGAGCTCGGTGCT
GTTCGGCGACGGCGCGGCCTGCGGCGGGTGCTACGAGGTGCGGTGCGTGGACAG
CCCCGACGGGTGCAAGCCCGGCGCGGCGGCGCTGATGGTGACGGCGACCAACCT
GTGCCCGCCCAACGACCAGCAGTCCGGGGACAGCGGCGGGTGGTGCAACCCGCC
TCGGGAGCACTTCGACCTCACCATGCCGGCGTTCCTCCAGATAGCGCAGGAGAAG
GCCGGCATCGTGCCCATCTCCTACCGCAGGTTGGCGTGCGCGAAGCAGGGCGGCA
TCCGGTACACCATCACCGGGAACAAGTACTTCAACATGGTGACTGTCACCAACGT
GGGCGGTGCCGGCGACCTGTCGGCGGTGTCGGTGAAGGGGAGCAAACGCGTCAA
GTGGACGGAGCTGAAGCGCAACTGGGGGATAGTGTGGCAGACCGGGGAGGACCT
CACCTGCGAGTCGCTGACGTTCCGGGTGATGACCAGCGACCACCGCAAGGCCACC
TCGTGGCGCGTCCTCCCCACTGACTGGCAGTTCGGCGTCACGTACCAGGCGTCCA
AGAACTTCTAA

Nucleotide
>MCcsEXPA-53

ATGGCGCCACCGCCTCTCCTGGTGTCGCTGCTGGTCGCCGTGCTCGCGGTGGCCG
CCGATGTCGCCAATGCCGGCGGCGCCAAGCCCCTGACGCLCTGGCGGGLCGCGTGGT
GCACCACAACCACGGCAAGTTCACGGGCGGCCCGTGGAAACCCGCCCACGCGAC
CTTCTACGGCGGCCGGGACGGGTCCGGCACCACGGCGGGCGCGTGCGGGTACAA



GGACACGCGGGCGGAGGGGTACGGCGTGCAGACGGTGGCCGTGAGCTCGGTGCT
GTTCGGCGACGGCGCGGCCTGCGGCGGGTGCTACGAGGTGCGGTGCGTGGACAG
CCCCGACGGGTGCAAGCCCGGCGCGGCGGCGCTGATGGTGACGGCGACCAACCT
GTGCCCGCCCAACGACCAGCAGTCCGGGGACAGCGGCGGGTGGTGCAACCCGLC
TCGGGAGCACTTCGACCTCACCATGCCGGCGTTCCTCCAGATAGCGCAGGAGAAG
GCCGGCATCGTGCCCATCTCCTACCGCAGGTTGGCGTGCGCGAAGCAGGGCGGCA
TCCGGTACACCATCACCGGGAACAAGTACTTCAACATGGTGACTGTCACCAACGT
GGGCGGTGCCGGCGACCTGTCGGCGGTGTCGGTGAAGGGGAGCAAACGCGTCAA
GTGGACGGAGCTGAAGCGCAACTGGGGGATAGTGTGGCAGACCGGGGAGGACCT
CACCTGCGAGTCGCTGACGTTCCGGGTGATGACCAGCGACCACCGCAAGGCCACC
TCGTGGCGCGTCCTCCCCACTGACTGGCAGTTCGGCGTCACGTACCAGGCGTCCA
AGAACTTCTAA





