IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.1G265400

Gene Model: Sevir.1G265400.1.p
Description: SVEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits *
+ Name Accession Description Interval E-value

[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 63-186 824e-76
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, Pll and Pl from Lolium perenne. 194-272 1.38e-30

MAKSHTLLLGALVVLALLVSPIACSRKLAKPNKHRPSHKPAVRARSNYTATPSASDA
YGSGGWLSAGATYYGAPNGDGSDGGACGYQTAVGQRPFSSMISAGSPSLFKGGKGC
GACYEVKCDSNPACSGQPATVVITDECPGGVCLAEAAHFDMSGTSMGAMAKPGMA
DRLRAAGILKVQYKRVPCKYSGLNIAFRVDQGSNPFYFEVLIEFEDGDGDLSAVDLM

EAGCGTWTPMVQNWGALWRYNSNTGKALRAPFSLRLTSESGKVLVANNVIPAGWT
AGATYRSLVNYS*

CDS (coding sequence)
>SVEXPB-05

ATGGCGAAGTCTCACACCTTGCTGCTCGGCGCACTGGTCGTGCTCGCGCTTCTGGT
GAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCCAACAAGCACAGGCCGAGC
CACAAGCCGGCTGTCAGGGCCCGCAGCAACTACACCGCTACCCCCTCGGLCTCCG
ACGCCTACGGCTCCGGCGGCTGGCTGTCCGCTGGCGCGACGTACTACGGCGCCCC
CAACGGCGACGGCAGTGACGGCGGCGCGTGCGGCTACCAGACCGCCGTCGGGCA
GCGGCCCTTCTCGTCGATGATCTCCGCCGGCAGCCCGTCGCTGTTCAAGGGAGGC
AAGGGCTGTGGCGCCTGCTACGAGGTTAAATGCGACAGCAACCCAGCGTGCTCC
GGCCAGCCGGCGACCGTGGTCATAACCGACGAGTGCCCCGGCGGLCGTCTGCCTCG
CAGAGGCGGCCCACTTCGACATGAGCGGCACCTCCATGGGCGCCATGGCGAAGC
CCGGCATGGCCGACAGGCTTCGCGCCGCCGGCATCCTAAAGGTCCAGTACAAGA
GGGTGCCGTGCAAGTACAGCGGCTTGAACATCGCCTTCCGGGTTGACCAAGGCTC
CAATCCGTTCTACTTCGAGGTCCTGATCGAGTTCGAGGACGGCGACGGCGACCTC
AGCGCCGTCGACCTCATGGAGGCCGGGTGCGGCACCTGGACCCCTATGGTGCAG
AACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGGLG
CCCTTCTCGCTGCGGCTCACCTCCGAGTCCGGCAAGGTCCTCGTCGCCAACAACG
TCATCCCCGCCGGCTGGACGGCCGGCGCCACGTACCGCTCCTTGGTGAACTACTC
CTGA



Nucleotide
>SvEXPB-05

CACTCGAGCTAAGCTCAGCCTCAGAGCCACTCTCGAGCTGCCACTGCACCAGTCT
TGGCTTAGAACAAGCAGCAGAAACCAAGCAGCTCCTGCAGCAGCAATGGCGAAG
TCTCACACCTTGCTGCTCGGCGCACTGGTCGTGCTCGCGCTTCTGGTGAGCCCCAT
TGCTTGCTCCCGCAAGCTCGCCAAGCCCAACAAGCACAGGCCGAGCCACAAGCC
GGCTGTCAGGGCCCGCAGCAACTACACCGCTACCCCCTCGGCCTCCGACGCCTAC
GGCTCCGGCGGCTGGCTGTCCGCTGGCGCGACGTACTACGGCGCCCCCAACGGCG
ACGGCAGTGACGGTTAGTGCGGTTGCTTTTACTGTGCTCTGTCTGTCGGTTAGGCA
GTTAGTGTGCACTCTGCTTTGCACCGCGTTCTGACAAGCAAGGACCATATATGCA
GGCGGCGCGTGCGGCTACCAGACCGCCGTCGGGCAGCGGCCCTTCTCGTCGATGA
TCTCCGCCGGCAGCCCGTCGCTGTTCAAGGGAGGCAAGGGCTGTGGCGCCTGCTA
CGAGGTCAGTCAGCGCAACGGATTTCCTCAGAGTTTTCGTGTGGTCACACCGGCG
CACGGCCTAGCTCCTCTGCTATGGCAGTGTGTCTCCATTAATGGTGAAAAGTGGT
CGGTGCTGGGTGGTCACTGAATGCATTCATGTGCCGCGCGTAATGCAGGTTAAAT
GCGACAGCAACCCAGCGTGCTCCGGCCAGCCGGCGACCGTGGTCATAACCGACG
AGTGCCCCGGCGGCGTCTGCCTCGCAGAGGCGGCCCACTTCGACATGAGCGGCAC
CTCCATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTTCGCGCCGLCGEG
CATCCTAAAGGTCCAGTACAAGAGGTATGCGCGACTACTACCTACTGAAAAATTC
AGAATTACACGCGCCGGCATTTGCAAGATAAGCCTTAATTAATCTTGGTGTTAAT
TTCCGTCGTCCGTCGCAGGGTGCCGTGCAAGTACAGCGGCTTGAACATCGCCTTC
CGGGTTGACCAAGGCTCCAATCCGTTCTACTTCGAGGTCCTGATCGAGTTCGAGG
ACGGCGACGGCGACCTCAGCGCCGTCGACCTCATGGAGGCCGGGTGCGGCACCT
GGACCCCTATGGTGCAGAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCG
GCAAGGCGCTGAGGGCGCCCTTCTCGCTGCGGCTCACCTCCGAGTCCGGCAAGGT
CCTCGTCGCCAACAACGTCATCCCCGCCGGCTGGACGGCCGGLCGCCACGTACCGC
TCCTTGGTGAACTACTCCTGAATGAACTGCAGCGGCGGTTTCACTTTCACCCCCGC
TGCGCTTGGCCGGATTATTATGCGTGGCCAAGAATTGACTGCAGGGTGTGGTGGT
TAAGAAAGAATCTCGAGTTTGCTTCGTGTGAAATGTGTGTCCGGGTGTCTGCGAG
AGGCGGTGTCAGAGGAGGAGGAGGAGGAGGAGGTTGAAGAGAGCCGTGTCCTTC
ACTCCCTCCACGGTCTCTGCAGTCCCCTAGTGACGCGTGTCAGACTTTCTGTGTGC
AGTCGTCGTGTCGATTTCTCTGTAGTTTTATTTGTATCTTTTTGCTGCGCTGCTGAG
AGAAGCTTGAGCTGCGACTAAGGTTGCAAGCCACTCAGTTGCATTGTACCAAGTT
GTGTGAGTGATTTTTTGTACCACTCAATCCTTTCAGAGTAATGCATTACTGCTCTC
ATTCGCATCACGGT





