IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin01G284900

Gene Model: Misin01G284900.1.p
Description: McsEXPB-09
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval  E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 43-164 4 46e-84
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pll and Piil from Lolium perenne. 172-248 1.35e-30

>McsEXPB-09

MMATLSSTVVALGALLLLLLATCGSCAIPASFNASDFTADPNWEAARATWYGAPTG
AGPDDNGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQNHPACSGNP
ETVITDMNYYPVAMYHFDLSGTAFGAMAKPGRNDELRHAGIIDIQFKRVPCYYPGQ
KVTFHVEEGSNPVYLAVLVEFEDGDGNVVQVDLMEANFGSWMPMRESWGSIWRLD
SSHRLTAPFSLRITNESGKTLVANQVIPANWVPNTYYRSLVQYNWLSAAAHHNNSVS
LWLISLVLVLYCCMGLSH*

CDS (coding sequence)
>McsEXPB-09

ATGATGGCCACCTTGTCCTCCACAGTAGTTGCACTTGGTGCACTTCTCCTCTTGCT
CCTTGCAACGTGTGGCTCATGCGCGATACCGGCGAGCTTTAACGCCTCCGACTTC
ACCGCCGATCCCAACTGGGAGGCTGCCAGGGCCACCTGGTACGGTGCGCCCACC
GGCGCCGGCCCTGATGACAACGGTGGCGCTTGTGGATTCAAGAACGTGAACCTGC
CGCCGTTTTCGGCAATGACATCGTGCGGCAATGAGCCCCTGTTCAAGGACGGCAA
GGGCTGTGGCTCCTGCTACCAGATACGATGCCAAAACCACCCTGCCTGCTCTGGC
AACCCAGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGGCCATGTACC
ACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAACG
ACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCTA
CTACCCCGGGCAGAAGGTGACTTTCCACGTCGAGGAGGGCTCCAACCCCGTCTAC
TTGGCGGTGCTCGTCGAGTTCGAAGACGGCGACGGCAACGTGGTGCAGGTGGAC
CTCATGGAGGCCAACTTTGGGTCATGGATGCCGATGCGCGAGTCCTGGGGATCCA
TCTGGAGACTGGACTCCAGCCACCGCCTCACTGCGCCGTTCTCCCTGCGCATCAC
CAACGAGTCCGGCAAGACACTGGTGGCTAATCAAGTCATCCCGGCCAACTGGGT
GCCCAACACCTACTACCGTTCCCTCGTCCAGTATAATTGGCTCTCTGCTGCTGCGC
ACCATAATAATTCTGTGTCATTGTGGTTGATTAGTTTGGTACTAGTATTGTATTGC
TGCATGGGACTGAGCCATTGA



Nucleotide
>McsEXPB-09

CAACTTGTCGTGGTAAGCACATTCAAGGTCGCCGGTTTCTCTTGTCACCAGGCCGT
GGTTGGAAACACAGGGAGAGAATGCACGGAGGCCGTGAGAGGCCTAGGCCTGCG
CGCACCGCCGAGTGAGGGCATGGGCAAACTGACACGACGAGCGCGACGATGGTG
GAGGGCGACGACGGTGAGCGCGATTCCACAATCGTCGTGCCGCATCCTCTGCCAT
AGGGCGAGATCCTGCGTCCCCGCGTCCTCGGCCGGCCGCCAGCTCCTCGACCTGC
GCCACCTCCTTGGTCTGTCACCTCCTCCTCAGCTGGTGCGCGGGCAGATCCGGCAT
CGCCGCGCGCTCGACCCCCGCCGCCAGCTCCTCAACCCAATCCGCCTCCTTGGCC
CGCCGCCTCTTCGTCAGCCGGTGCGAGTGCAAGGGCAAGATCAGACGCCGCCGA
CTCCTCGACCAGCGCCGCCGCATCGTCAGCCCGCTGCCACCTCCTTGGCCCGCCG
CCTCTTCCTCAGCCGGTGCGCAAGATCCACAGCCCAAAATAACATCTTTTTACTCG
TTTTCCTCCCCCGCCCGAAGGACCAACGACGCCCAGCAGCCCATATTCTCACCCG
CAGGCCCAACAACGCCAGCTCCCAACGGTCACGGGAGTCGGGAGGGAAGCCGCA
CGCAACTCCGCGTTTTCTCCCCAAACCGGCGTCCGGCGAACCCTAGCCTAACTTC
GAGTGGTGGCGGCGCGGCGCCTTGGTGGGCGGCGGGCGGCGGCGGCGGCACGGG
CGCACTGCGCCATCGCGCACGGACGGCGGACTCCAGTCTCCTCCAGGGCAGGGG
CAGGCCGGCAGCAGCATGCAGCAGCCGGCGCCCGGCAGGCGGAAGCACGCACCG
GGGCTGCGCGGCACCGGCCCGCGGCAGCAGCACCAGCACGCAGACACAGCAGGC
TAGCAGCGATCGCCGACCAGAGAGGCAGCGAGGACCAGTTCGTGTAAGTTGAGA
TTCAGGTTTCGAATTTCCTATTCAATTTGTTAGGCATAGTAATTTGTCCCTAAATT
ACTTTGCCTAGTCTCTTGATTTCATTTTAGGTCTCAAGTATGAAGAGAGAAAATAG
TGGTACTATAGATTTGATAGCTTTCTTGCAAATGGAAGAAACATTCACAAGATGA
GGTTGAGCAAGAGGGAGTTGTATGCTTAATTGATGCCAAAATTCTTGAATATATG
AAATCATACTCAATTATGTGTTATATATTTCCTATATATACTATGCGGCATTATAC
ATGTCAAATATTGGCCTTTTGGTTTGGTTGTGATTTTTTTTTATCCCTATACATTTT
GAATATCCAGCTCCAAAATCCTGAGCCCGCCACTGATAAATACCACTGCAAGGTT
GCTCGTCCTCGACCGAGACACACAGAACTTCTCCTGTCTGCCTACTAATAGCTCTA
ATAGCTGCCCTCTCAAGTACTATGATGGCCACCTTGTCCTCCACAGTAGTTGCACT
TGGTGCACTTCTCCTCTTGCTCCTTGCAACGTGTGGCTCATGCGCGATACCGGCGA
GCTTTAACGCCTCCGACTTCACCGCCGATCCCAACTGGGAGGCTGCCAGGGCCAC
CTGGTACGGTGCGCCCACCGGCGCCGGCCCTGATGACAACGGTACGTAATACATG
AACGCCGGTGCATGCGTGATCTCATTGTGCATATGTAGTGCATAGTGTTGTTTTGA
ACCGAGTCTTAACTACAGTGCGCCGCCGTGTGCCATCAATTATATTATTTGTTCTG
CATGCAGGTGGCGCTTGTGGATTCAAGAACGTGAACCTGCCGCCGTTTTCGGCAA
TGACATCGTGCGGCAATGAGCCCCTGTTCAAGGACGGCAAGGGCTGTGGCTCCTG
CTACCAGGTATATATGTAGCTAGATTAATTGGTCAGATGAAGATCCTTTAATTTG
GTGTCTGCCTTAATGGAAACGGAAAGCTAGAGCATAGTTTTCTTTACTTTTGATGA
ACTAACCCCGTTTTATTTTCTTTTCCAGATACGATGCCAAAACCACCCTGCCTGCT
CTGGCAACCCAGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGGCCAT
GTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGLCLCLCGGLLCGL
AACGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGTGGGTA
ACACGCACCGCTCCTTGCACAGAACCACCACGCACAGACGACCGGCTGATGATC
AGCTGGAGGCCCTACACTACACCAACAGAATCATATCTCGAGACCGTCTAGCTAC
TTAATTTTGCTGTCGTGGAGCCCTTGTACTCTTGCTCAACCAACTCTAACGAGAAC
GACCGGTTTAACTGGGCCCCATGCAGATTCAGTTCGCAAAATATTAGTAGTACTT




CTGGTTTACAATTTGGCGTTTGCATGCGTGACTGCCTGTGGACAAAGTGTTCTGAA
GCTAGCCTAATCCAAGCATATCACATGGTTTGCTCCTCTGTAGGGTGCCCTGCTAC
TACCCCGGGCAGAAGGTGACTTTCCACGTCGAGGAGGGCTCCAACCCCGTCTACT
TGGCGGTGCTCGTCGAGTTCGAAGACGGCGACGGCAACGTGGTGCAGGTGGACC
TCATGGAGGCCAACTTTGGGTCATGGATGCCGATGCGCGAGTCCTGGGGATCCAT
CTGGAGACTGGACTCCAGCCACCGCCTCACTGCGCCGTTCTCCCTGCGCATCACC
AACGAGTCCGGCAAGACACTGGTGGCTAATCAAGTCATCCCGGCCAACTGGGTG
CCCAACACCTACTACCGTTCCCTCGTCCAGTATAATTGGCTCTCTGCTGCTGCGCA
CCATAATAATTCTGTGTCATTGTGGTTGATTAGTTTGGTACTAGTATTGTATTGCT
GCATGGGACTGAGCCATTGAGGTGCCTCAGTCAGTTACTAGCTAGTAGGTGTTGG
TGCGCAGCTTCATTCAGGGATTTGAAGACTGGGAAATGGAGGAAGCAAAGTTAA
TTTGCATATGCTTTCCCGCCAATTGTCAATGCATGTACCAGTGCGATTAATAAGAT
TATAAATTATTTAATAAGATTATAAATTATTAATAGTATTTTGTGT





