IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin01G284300

Gene Model: Misin01G284300.1.p
Description: McsEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213

GENE STRUCTURE

McsEXPB-05 — E—
-

| 1 1 1 1 1 1 4
by Sikiop 100 150069 200t 25000 300t

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

100 125 150 175 200 E 260 27 286
| I PO W U S SR SN T SN TR TR A ST NS S AN ST SN ST SN AU SR ST ST W A W N S L L L)

Query seq.
site 4 )
specific hits r |

Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval  E-value
[+ DPBB_EXPB_N 42227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 54-175 1.50e-76
[+ Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, Pil and Pill from Lolium perenne 184-265 5.18e-29

>McsEXPB-05

MGSPSSLPAAAAALVLLALLAGGGHCREAQVDATDAGTAENFNTSDAAVYWGPWQ
KARATWYGQPNGAGPDDNGGACGFKHTNHYPFMSMGSCGNQPLFKDGKGCGSCY
KIRCTKDKSCSGKAETVIITDMNYYPVSKYHFDLSGTAFGAMAKPGLNDKLRHSGIID
IEFTRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKTAHGPPT
GRWTPMRESWGSIWRMDTNHRMRAPFSIRIRNESGKTLVANNVIPANWRPNTFYRSF

VQYQ*
CDS (coding sequence)
>McsEXPB-05

ATGGGCTCCCCTTCCTCCCTCCCCGCCGCCGCCGCGGCGCTCGTGCTCCTGGCCCT
GCTCGCCGGAGGAGGCCACTGCCGCGAGGCCCAGGTCGACGCCACGGACGLCECGG
CACGGCGGAGAACTTCAACACCAGCGACGCCGCCGTGTACTGGGGCCCCTGGCA
GAAGGCCCGGGCCACCTGGTACGGCCAGCCCAACGGCGCCGGLCCCGACGACAA
CGGTGGCGCGTGCGGCTTCAAGCACACCAACCACTACCCCTTCATGTCCATGGGG
TCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACA
AGATTCGGTGCACCAAGGACAAATCCTGCTCCGGCAAGGCGGAGACGGTGATCA
TCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCAC
GGCGTTCGGCGCCATGGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGC
ATCATCGACATCGAGTTCACCAGGGTGCCGTGCGAGTTCCCTGGGCTGAAGATCG
GTTTCCACGTGGAGGAGTACTCCAACCCCGTCTACTTCGCGGTGCTTGTGGAGTA
CGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCCAAGACGGC
GCACGGCCCACCCACGGGGCGGTGGACGCCGATGCGCGAGTCCTGGGGCTCCAT
CTGGCGCATGGACACCAACCACCGCATGCGGGCGCCCTTCTCCATCCGCATCCGC
AACGAGTCCGGCAAGACGCTTGTCGCCAACAACGTCATCCCGGCCAACTGGAGG
CCCAACACCTTCTACCGCTCCTTCGTCCAGTACCAGTAG

Nucleotide
>McsEXPB-05

CACCACTGCTCCCACTCACCCACAGTCACCGACGCTGCCCACTGCTTTAGCTAGA
GGAGGCTGAAAAGGGGGGAAAGGGCGAAGGAAGGAGGCGCAGGCATGGGCTCC



CCTTCCTCCCTCCCCGCCGCCGCCGLCGGLCGCTCGTGCTCCTGGCCCTGCTCGLCGG
AGGAGGCCACTGCCGCGAGGCCCAGGTCGACGCCACGGACGCCGGCACGGCGGA
GAACTTCAACACCAGCGACGCCGCCGTGTACTGGGGCCCCTGGCAGAAGGCCCG
GGCCACCTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAACGGTGCGCA
TTATCGGCATTCCTTCCGAGATCTTCTTTGCCTCTGCTCTGTCTTCCCCTCCCTCAG
GCCTCAAGGCCCGCGTGCTTCGGTTGTCTTGGTGCCTTGTGGTGGCAATGTGGCTC
ACGAAACGTACGTACCTTGGCTAGGTGGCGCGTGCGGCTTCAAGCACACCAACCA
CTACCCCTTCATGTCCATGGGGTCCTGCGGCAACCAGCCATTGTTCAAGGACGGC
AAGGGCTGCGGCTCCTGCTACAAGGTAAAAACAATTTTTTTTTTACCGACACCTCT
ATCTATCCGAAGCATATTTGAGGAGTACTGTATGTTTTCTTTAGCGGAAACAATAT
TACTACTAGCAGTAAATGTTAAGAGCGCCACTAAAATATTTAAGGGGTGTTTGGT
TCTTAAGACGCTCCTAAAATTCATGTCATGTCGAATGTTTAGGTAGTAATAAGAA
ACATTAAATATAGATTAATTACAGAACCAATTACAATGACAGAGACTATTAAACC
TAATTAATTCATCATTAGCATATGAACTAATTAGGCTTAAAAGATTTATCTTGTAA
ATTATATAATTAGTTTTATAATTAGTCTATATTTAATACTCCGTCCATATTTCAACT
TCGATATGAAAGGAATTTTAGTAGGTCCTGTACACAACATGCCCTAACAGACCAG
CAGGAGTAGTAACTGTTAAAGTAGGACGGTACCCGTACAGTCCAGGCCGGGTCCT
CGGAGCAGCCCAGCAGCTGGCTGCAGGTGGGGCCCGCGTGCATCACTCGATCTCC
GTGACAGTGCCACCATTCACTGTGCATTTGATCTCGTCGTAGTAGTAGTAGTATG
GTAGTAGCTGAACGTACCTGACGCTTTGCCGCGGATCACGCAGATTCGGTGCACC
AAGGACAAATCCTGCTCCGGCAAGGCGGAGACGGTGATCATCACCGACATGAAC
TACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCA
TGGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGCATCATCGACATCGA
GTTCACCAGGTCGGTGTCAAAGACTCTTGATTTGTTTTGTGTGTTGTTCTGTTCTCT
TCTGCTGTGCTGCCACTGGAAGTAGAAGTGTAGCTGTCGAATTGTTACTGGTAGC
AGTAGTTTCCCTCCATACCTGCTGCTTAATTTCGTAGCCCGCGCGGCAAGTGAAA
AGTTTGGTGAGAGCGGAGGTGGGAGTGGGAGGCGTCGTGAATCCACCAACCGCT
CGCTCCCATTACTACTGCCGCTCGCCGGACACCGCATGTGCGGCAAAGTGGCGCA
GCTGCCAAAGGCCACTTTTATTGCGCGGCGGCACAGCGCCCCCTAGATGCTCTTC
TTTGGCTACCAGTGGGGCGCACCCCCTTTGCAGCCCAACGTATGTGCCCGCGTCC
ACTGTACTGTTGCAACACGCCACCGCCGGTGACCGACCACCGTCAGCCCATTTCC
TTTTCCTTTCGCTTTCTCTGTATGTCTGCCATTGCCACCAGCTGCAGCAGCAGTGTT
GGTTGGGTCCATGCCAAAAACTGAAGAGGAGGGAGGGATTCCTTACACCTGCAG
TAGGATTAGGCTGAGCAACACAGATCAGAGGACATTTGGTTAACAAGATGGCCT
ACTACTACTGCTGCTGCTAAAGTTAAAATGAACGTAAATTTGCAGGGTGCCGTGC
GAGTTCCCTGGGCTGAAGATCGGTTTCCACGTGGAGGAGTACTCCAACCCCGTCT
ACTTCGCGGTGCTTGTGGAGTACGAGGACGGCGACGGCGACGTGGTGCAGGTGG
ACCTGATGGAGTCCAAGACGGCGCACGGCCCACCCACGGGGCGGTGGACGCCGA
TGCGCGAGTCCTGGGGCTCCATCTGGCGCATGGACACCAACCACCGCATGCGGGC
GCCCTTCTCCATCCGCATCCGCAACGAGTCCGGCAAGACGCTTGTCGCCAACAAC
GTCATCCCGGCCAACTGGAGGCCCAACACCTTCTACCGCTCCTTCGTCCAGTACC
AGTAGCTGATCGATTGGATAGCCCTGCCCAGCCCGCCATTGGAGTGGAGCTGGAG
CTGGCTGGCTGGGTCGGTCTACTACTACTACCAAGTACGTACGGCGAAACGGAAC
GGCTAGTCGTTGTGTCTGGTCATCGTGTCGTTGCAGTTGTATCATGCATGATCATG
GTCCTTGGAGTGAGAGTCGTTGCATGCATTGTGGGCGCGCTTTTAGGTCCGGCGT
CATGTGCGAGTGTTTGGGTCTGTGAGGCTGGCTGGCATGTCCATGATGCGTGACC
CTAATTGCAAGCCGGCCGGCAAGCAAAAAAACAAACTAAGCCGTGTGGGAAAAT




GGAGGAGGCAGGCGTACAAGGTACGCTCTCCCGCCCACTCTTGCTTTATAATTTA
TATCATCATCGTCATCATCTTCTTCGTTCCGATCGGTCGGTGATTAATCGAAAAGT
ATATTGTAATGTATAAACACCATTTCCCGAGCCTGAGCGGAGCTGAGCTCCCCTG
TTTTTTTTCCTCTTCTGTGCAATTTTTTTTTCTGACTGGGTGATTGGTTTGAGCATT
CAGCATTGCTGTGCTGAAGCGTACCTGTTAGTATTTATCTTTGTAACATAAATGTT
AGTACTTTTTTTAGATAACTTTAGCCAAACTTTGAATGGTTTAACTCCTCAAAAAT
ATTGCATCCTTTTGTGGATGTAGGGAGTATTAATTCACTTTAAATC





