IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s10g40720

Gene Model: LOC_0s10g40720.1
Description: OstEXPB-20
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015
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PLNO30:
DPBB_RIpA_EXP_N-like superfamily

List of domain hits d
Name Accession Description Interval E-value

[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 42-163 2.14e-86

[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 13-265 1.27e-41

>0OstEXPB-20

MAFSISKKAAVAALFSFLVVTCVAGARPGNFSASDFTADPNWEVARATWYGAPTGA
GPDDDGGACGFKNTNQYPFSSMTSCGNEPIFKDGKGCGSCYQIRCVNHPACSGNPET
VIITDMNYYPVSKYHFDLSGTAFGAMAKPGQNDQLRHAGIIDIQFKRVPCNFPGLKVT
FHVEEGSNPVYFAVLVEYEDGDGDVVQVDLMEANSQSWTPMRESWGSIWRLDSNH
RLTAPFSLRITNESGKQLVASQVIPANWAPMAVYRSFVQYSS*

CDS (coding sequence)
>OstEXPB-20

ATGGCTTTTTCCATCTCCAAGAAGGCTGCAGTTGCTGCACTCTTCTCCTTCCTTGTT
GTCACCTGCGTCGCCGGCGCCAGGCCGGGGAACTTCAGCGCCTCCGACTTCACCG
CCGATCCCAACTGGGAAGTCGCCAGGGCCACCTGGTACGGCGCTCCCACCGGLCGC
CGGCCCTGACGACGATGGCGGTGCTTGCGGGTTCAAGAACACCAACCAGTACCC
GTTCTCGTCGATGACCTCCTGCGGCAACGAGCCTATCTTCAAGGACGGGAAGGGC
TGTGGCTCATGCTACCAGATAAGATGCGTCAACCACCCTGCCTGCTCCGGCAACC
CGGAGACGGTGATCATCACCGACATGAACTACTACCCCGTTTCCAAGTACCACTT
CGACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCGGGGCAGAACGACCA
GCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCGTGCAACTTC
CCTGGGCTGAAGGTGACGTTCCACGTGGAGGAGGGGTCGAACCCGGTGTACTTCG
CGGTGCTGGTTGAGTACGAGGACGGCGACGGCGACGTGGTGCAGGTGGATCTCA
TGGAGGCCAACTCCCAGTCGTGGACGCCGATGCGCGAGTCGTGGGGCTCCATCTG
GAGGCTCGACTCCAACCACCGCCTCACGGCGCCCTTCTCGCTCCGCATCACCAAC
GAGTCCGGCAAGCAGCTCGTCGCCAGCCAGGTCATCCCGGCCAACTGGGCCCCCA
TGGCCGTCTACCGTTCTTTCGTCCAGTACAGCAGCTAA

Nucleotide
>0OstEXPB-20

GACCACCAAAACAAAGCTCAGAATCCTACCTGACTAGTACTACCACTACTAGCTA
GTAGCGAGCTACTCTCTCTGGTCATCAAGCTTTGAGTGGTTGGAGTGGTGGCAGC
TATGGCTTTTTCCATCTCCAAGAAGGCTGCAGTTGCTGCACTCTTCTCCTTCCTTGT



TGTCACCTGCGTCGCCGGCGCCAGGCCGGGGAACTTCAGCGCCTCCGACTTCACC
GCCGATCCCAACTGGGAAGTCGCCAGGGCCACCTGGTACGGCGCTCCCACCGGC
GCCGGCCCTGACGACGATGGTACGTTTGCCGGTGCACCTCGGCGACTGATCATTC
CATCGAGATGAACCAATTACGTTGTATAATTGAACTGTTATAAATAAGTGTGGTG
TTGATGCTGCAGGCGGTGCTTGCGGGTTCAAGAACACCAACCAGTACCCGTTCTC
GTCGATGACCTCCTGCGGCAACGAGCCTATCTTCAAGGACGGGAAGGGCTGTGGC
TCATGCTACCAGGTACACTAAAGATTCAGCTCAAATTTGCAATGACGACGGGCGT
TGAGCCGTTGATGCGAAGCGACTGATCGAGACGTAGGTATTCACAGTGTTGTTGA
CTGTTTGTTGCTGGTGCATGGCTTCTTTTTTTCTTCAGATAAGATGCGTCAACCAC
CCTGCCTGCTCCGGCAACCCGGAGACGGTGATCATCACCGACATGAACTACTACC
CCGTTTCCAAGTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAA
GCCGGGGCAGAACGACCAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAA
GAGGTAATAGTTTAGTAGTAGGCTAGTAGCTCCTGCAGGCTGCACGAACAGAAG
CATCATCATGGCCACCCCTTGCCTTGCAGTTGCTAGCTTGTGCCGTCGTGGAGCCC
TCGTACTTTTGGGTGCAAACCCGACAGCGACATTGCTTGTATGTCCTCCGGGACC
CAAGCAGATTCTGATCGCACAAATACCACTAAAACTCTTTTAATTAAGTACATGC
AGCCGCTTTACAATTTGTCGCCTCTGCCTGTCATCACCTACTACTATACTGCCTTG
CATACTCACTCTGAATTAATCTGATAAGAATGTAACACTAACACATGGATTGTTG
GGGGTTTGGCCATGCAGGGTGCCGTGCAACTTCCCTGGGCTGAAGGTGACGTTCC
ACGTGGAGGAGGGGTCGAACCCGGTGTACTTCGCGGTGCTGGTTGAGTACGAGG
ACGGCGACGGCGACGTGGTGCAGGTGGATCTCATGGAGGCCAACTCCCAGTCGT
GGACGCCGATGCGCGAGTCGTGGGGCTCCATCTGGAGGCTCGACTCCAACCACCG
CCTCACGGCGCCCTTCTCGCTCCGCATCACCAACGAGTCCGGCAAGCAGCTCGTC
GCCAGCCAGGTCATCCCGGCCAACTGGGCCCCCATGGCCGTCTACCGTTCTTTCG
TCCAGTACAGCAGCTAAGCCAATGATCAAGAACAAGCATAATTCATGCCTACTAT
AGCAGCAGCAGAAGCAGCATTAGCTACTATACATACCTCTACGTACGACATTTGA
GATCGATCGTTTGGCCATTTTTATCTGCTCGGGTATTGATTAGCTCTCCCTCGGTA
TTGTATGGATTTGCATGGATGGTTCATTAATCTGTCATCAGGAGTTCGTTTTGAGT
AGGTGAGACGTCGGTTGTTGGGTGTCATATAGACATCGCTCGGTGTCTTGAGGTT
GAGAGTGGGATAAGGAGGAGGCAAAGTTTGCATGTGCTGTCCCGCCCACTCTCAC
TGTACCAGTGTCACTGTTTGTGTAACCAGAACAAAGGTCATAAATTATACTACTA
GTATACAGTTTGCTGCCTGGCATTCAGTATGATCAATGCTTCCATTTCTCA





