IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast03G195300

Gene Model: Brast03G195300.1.p
Description: BstEXPB-07
Family: Beta Expansin

3D structure:
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Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei vl 1
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DOMAIN ARCHITECTURE
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Specific hits < DPBB_EXPB_N R Pollen_al lerg_1 >

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 122275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 40-163 1.42e-78
[+] Pollen_allerg_1  pfam01357  Pollen allergen. This family contains allergens lol Pi, Pll and PIll from Lolium perenne 172-250  9.14e-28
Peptide

>BstEXPB-07

MGLLSTNAIALVAVLSAVLVTSGHSQQTSYDAARSYNSGWLPAKATWYGAPTGAGP
DDNGGACGYKFTNLYPFSSMTSCGNEPLFMDGAGCGTCFQIKCTSANNPACSGQPKT
VMITDMNYYPVARYHFDLSGTAFGAMANNGQNDQLRHAGIIDMQFRRVACNYPGI
NVIFHVEAGSNPMYLAVLILFANRDGNVVQMDVMESRYGGPTGYWMPMRRSWGAI
WRLDSGHPLQGPFSLRIRSEFGATLVAHQALPADWKPDTNYWSNVQY S*

CDS (coding sequence)
>BstEXPB-07

ATGGGTCTTCTCTCCACCAATGCCATTGCCCTTGTGGCAGTCCTCTCGGCCGTGCT
CGTCACCTCCGGTCATTCGCAGCAGACCAGCTACGACGCCGCAAGATCCTACAAC
TCCGGCTGGCTCCCCGCCAAGGCCACCTGGTACGGCGCCLCCTACCGGLGLLGGLC
CCGACGACAACGGTGGTGCATGCGGCTACAAGTTCACCAATCTGTACCCGTTCTC
GTCCATGACCTCCTGCGGCAACGAGCCTCTGTTCATGGATGGCGCGGGCTGCGGC
ACCTGCTTCCAGATCAAATGCACCAGCGCCAACAACCCTGCCTGCTCCGGCCAGC
CGAAGACGGTCATGATCACGGACATGAACTACTACCCCGTGGCCAGGTACCACTT
CGACCTCAGCGGCACGGCTTTCGGCGCCATGGCGAACAACGGGCAGAACGACCA
GCTCCGCCACGCCGGCATCATCGACATGCAGTTCAGGAGGGTGGCATGCAACTAC
CCGGGGATAAACGTGATCTTCCACGTGGAGGCCGGGTCGAACCCGATGTACCTGG
CGGTGCTCATCCTGTTCGCGAACCGGGACGGGAACGTGGTGCAGATGGACGTCAT
GGAGTCCAGGTACGGCGGGCCGACCGGGTACTGGATGCCGATGAGGCGGTCGTG
GGGCGCCATCTGGAGGCTGGACTCGGGCCATCCGCTGCAGGGGCCCTTCTCCCTC
CGCATCCGCAGCGAGTTCGGCGCCACGCTGGTCGCCCACCAGGCCLCTCCLCGGLLG
ACTGGAAGCCCGACACCAACTACTGGTCCAACGTCCAGTACAGTTGA

Nucleotide
>BstEXPB-07

AGCACAAACAGGAATTTGGAGTAGCACTAGTGCACTACTACTCCAGCAATTAGA
AGGTTTCGTATTTTGTAGTGTGCTGGTATGGGTCTTCTCTCCACCAATGCCATTGC
CCTTGTGGCAGTCCTCTCGGCCGTGCTCGTCACCTCCGGTCATTCGCAGCAGACCA



GCTACGACGCCGCAAGATCCTACAACTCCGGCTGGCTCCCCGCCAAGGCCACCTG
GTACGGCGCCCCTACCGGCGCCGGCCCCGACGACAACGGTAATTAAGCGCGCAC
GTGCATATATATATTTCGGCGCCGGCTCATGCATGCATCACGCTTATTACAGTATA
TGTTTGCATTACGTACGCAGTGCCCACTTATTAGTACTCTTACTGCATGCTCATAT
ATAATGTTGGTCGATCTCGATGATATCCTCTGCTGCAGGTGGTGCATGCGGCTAC
AAGTTCACCAATCTGTACCCGTTCTCGTCCATGACCTCCTGCGGCAACGAGCCTCT
GTTCATGGATGGCGCGGGCTGCGGCACCTGCTTCCAGATCAAATGCACCAGCGCC
AACAACCCTGCCTGCTCCGGCCAGCCGAAGACGGTCATGATCACGGACATGAACT
ACTACCCCGTGGCCAGGTACCACTTCGACCTCAGCGGCACGGCTTTCGGCGCCAT
GGCGAACAACGGGCAGAACGACCAGCTCCGCCACGCCGGCATCATCGACATGCA
GTTCAGGAGGGTGGCATGCAACTACCCGGGGATAAACGTGATCTTCCACGTGGA
GGCCGGGTCGAACCCGATGTACCTGGCGGTGCTCATCCTGTTCGCGAACCGGGAC
GGGAACGTGGTGCAGATGGACGTCATGGAGTCCAGGTACGGCGGGCCGACCGGG
TACTGGATGCCGATGAGGCGGTCGTGGGGCGCCATCTGGAGGCTGGACTCGGGC
CATCCGCTGCAGGGGCCCTTCTCCCTCCGCATCCGCAGCGAGTTCGGCGCCACGC
TGGTCGCCCACCAGGCCCTCCCGGCCGACTGGAAGCCCGACACCAACTACTGGTC
CAACGTCCAGTACAGTTGATCATGTGTCATCGAGGCCGAGTTGCATTAATTGATT
GATACAGTATCATGCTATGTACGTAGTGTTATCCATACCAAATTTACAAATTTAGT
AGTAGTAGTAGTACGAGTCTACGATGGACCGACGGATTTCCACTAGGCTTACTTC
CATGCAGGCATCTAAATTGTCGTTAATTGTGTGTCGTGGTGAAGATTATTTGTGGG
GGATGGAAGGAGATGCAAGTGAGTTGTTTCCATGTGCATGCTACGCACGGCCACC
ATCGCAGTTCCACCCATACCCGATCGAGTGTAATCAAATCAAGCTTAGAAATTAT
GTATGATTCATATATGATTGATCGA



