
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.7G186900 

Gene Model: Sevir.7G186900.1.p 

Description: SvEXPB-09 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPB-09 

MAPSRSLALFLLCILALAPPVSAALLFGGGKSSAAAGKAADLDMEWRPATATWYGD

AEGDGSDGGACGYGTLVDVVPMKARVGSVSPVLFKDGEGCGACYKVKCLDRGICS

RRAVTVIVTDECPGGLCAFGHTHFDLSGAAFSRMAVAGAGGRLRDRGQLNVVYRRT

ACKYGGKNIAFRVNEGSTNFWLSLLVEFEDGEGDIGSMQIKQANSVEWLDMKHVW

GATWCLVRGPLVGPFSVRLATLSAKKTLTARDVIPRNWTPKATYTSRLNFEPSL* 

CDS (coding sequence) 

>SvEXPB-09 

ATGGCTCCCTCGCGCTCCCTCGCCCTCTTCCTGCTCTGCATTCTGGCGCTGGCGCC

TCCCGTCTCCGCCGCATTGCTGTTCGGCGGCGGGAAGTCGTCGGCCGCGGCGGGG

AAGGCGGCGGACCTGGACATGGAGTGGCGGCCGGCCACCGCGACGTGGTACGGC

GACGCCGAGGGCGACGGCAGCGACGGCGGCGCGTGCGGGTACGGGACGCTGGTG

GACGTGGTGCCGATGAAGGCGCGGGTGGGGTCGGTGAGCCCCGTGCTGTTCAAG

GACGGCGAGGGCTGCGGCGCCTGCTACAAGGTCAAGTGCCTGGACCGGGGCATC

TGCTCGCGCCGGGCGGTGACGGTGATCGTCACCGACGAGTGCCCCGGCGGGCTCT

GCGCCTTCGGCCACACGCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGC

CGTCGCCGGCGCCGGCGGCCGCCTGCGCGACCGGGGCCAGCTGAACGTCGTCTAC

AGGAGGACGGCCTGCAAGTACGGCGGGAAGAACATAGCATTCCGTGTGAACGAG

GGCTCGACCAACTTCTGGCTCTCGCTGCTCGTCGAGTTCGAGGACGGCGAAGGCG

ACATTGGATCCATGCAGATAAAGCAGGCCAACTCGGTGGAGTGGCTGGACATGA

AGCACGTGTGGGGGGCCACGTGGTGCCTGGTGCGGGGCCCGCTCGTGGGGCCCTT

CTCCGTGAGGCTGGCCACGCTGTCCGCCAAGAAGACGCTCACGGCCCGGGACGTC

ATCCCCAGGAACTGGACGCCCAAGGCCACCTACACCTCGCGCCTCAACTTCGAGC

CGTCCCTCTAG 

Nucleotide 

>SvEXPB-09 

AGTCAGGGACTGAGGGACAGAGCAGCAAGAAGGGCTCCACTTCCACTACCCAGC

AACATTCAACACACTGCACAATGCTTGTTACTGATTTCTTTCACCTACGTGCTACA



GCTTCTCCCTTATAAATCAGACACCATTCACCATTCCGGTCTTGCTGTCCGGTACA

CTACACCACTCCTGCACTCCTCAATCCTCAATTCCTCATTGCCCTGCCGCCCATGC

CCGTGTTGCCATTTGTACAGACTACAGAGCAGATAGCTTATCTCTAGCGAGGCCA

GCCCTGCCCAGCCAGCCGAGCACCTCTGGGGTCTGAGCTCTGACTGAGCATTGGG

GCTGGGGATTTCTCGAAGCCATAAAAGAGCGAGCCCCCAAAAAAGAAGCCTACC

AAGTACCTCCAGCCCTCCGAGGCTCCGAGCAGCCGCAGTACCACTACCACTACTC

CACCAGTCCAGCAAGCAAGGGAAGGGCGCAGCCGCGCAGGTGGGAAGAAGGGG

GGCGAGGAACCAATCCGACCCCCTCCATGGCTCCCTCGCGCTCCCTCGCCCTCTTC

CTGCTCTGCATTCTGGCGCTGGCGCCTCCCGTCTCCGCCGCATTGCTGTTCGGCGG

CGGGAAGTCGTCGGCCGCGGCGGGGAAGGCGGCGGACCTGGACATGGAGTGGCG

GCCGGCCACCGCGACGTGGTACGGCGACGCCGAGGGCGACGGCAGCGACGGTAA

GCGCTCTCTTCTCGGCTCCACACCAGCACATTGCACCGGTCTTCCCTAGCCATTTA

TTATTGGGAGCACACAGACACACGGTGGTAGCATACCATTACCAATTTACCATAC

GAGCAAAATACTCAGAACCTGTGCTTCGGAGAGTGCTACCAGTATACAGCAACA

CCACTTGTCTTTCTTACTAATTCGTTCGCCGAGTAGATTGTTCAGCACTGGCCGTC

AGGTTAGCATCAGCCGGCAGAATTTTCTTTACCGCAGGTAGAAGAAAAATGTTTT

CCTTTGGGGTAGTAAAAGAAGACGAACAATTCCTCCTGTTGCCACTTTTTTTTTTG

GCGGGGGACCTCTGCGGATCCCATGAATCCCGGAGCGAAATTCGGTGGGCCCCGT

CCGGGTCCCGGCACACTTGTCAAGCGGCCAGGCGCTCCGTCGCTTTACGATTCGC

GCCAGCATCCGGCGACCTTGCAGCAGGTCCATTCCATGCCGTTACCGGTGCCGTT

GCTGAAATCCTTGCGACATGAACACTCCCTGCCACGGTCAGTCTCCACCGACACT

GCTGGTAACCTTTGATTCTACCATAAGTAGAAGTTAATCCGGCAACAGTTAATAC

CCTGAGCTCGCTGTTACTGCTAGCATTTACACCGTCCTGGGCAGTGGGCACTGTA

CTGGCGGTACGTGGTTCACGGTAGATGACCTTCAGTTTTGTCGTCCTGTATGTTGA

CCCGTCTCGCAACGGAACAGTTGGCACACCCGTGAGCCGCGACTTGTCCATCACA

GGGCTCTGTTCACGGCAACTTGCACCCCGATGCTCTGCCCCCGGCTGTTCCCTCCG

TAACACGGAGTATTTTTCTGCCACTGACATCGTGATTAGCTTAACAAACAATTGC

CAGTAGTGGCTTTAACGGCATCCGTTTGGTTTCCTTCCAGGCGGCGCGTGCGGGT

ACGGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGGGTGGGGTCGGTGAGCC

CCGTGCTGTTCAAGGACGGCGAGGGCTGCGGCGCCTGCTACAAGGTCAAGTGCCT

GGACCGGGGCATCTGCTCGCGCCGGGCGGTGACGGTGATCGTCACCGACGAGTG

CCCCGGCGGGCTCTGCGCCTTCGGCCACACGCACTTCGACCTCAGCGGCGCCGCC

TTCAGCAGGATGGCCGTCGCCGGCGCCGGCGGCCGCCTGCGCGACCGGGGCCAG

CTGAACGTCGTCTACAGGAGGTGAGCAAACCGTCCCCGGCCCTGTTGTTACAGCA

GTCTGCTCCCTGAATACTGTGTCAGTTCAGAATCAACTGCTCTGCATTGCATAGCA

CTGATAGCAGCGGACAGGTAGACTAGAAACAGTGTCTCGTAAACCGTGATGCCA

TCCTGAAAAATGGTTGCTTGGCGTCTGAAAGCATCGCTGGACTGGACGCCGGCGC

TGTGAATTTCCTCTGTAGGAGTAGTACTATGAGCCCGATGAGGCGCAGTGAGTTT

AGCCCTTGTTTACTTCCCAAGTTGGGAGGTGCCAAATTAGCATTTTGCCATAAATG

CGACACTGTAGCGTTTCATTTGTATTTGTGAATTATTGTCCAAATATTGACTAATT

AGGCTCAAAAGATTCGTCTCGCAAAGTACAACAAAACTGTGTAATTAGTTTTTGA

TTTCGTCTACATTTAGTACTCCATGCATGTACCGCAAATTTGATGTGATAGGGAAT

CTTCTTTTTGCATAGTGTCAAAGTTGGGAGTTTGGAGGGAAGTAAATAAGGGCTA

AACATGCCTGAGCCTGACGTAACTCAGTCAGTGTGTCATTAGTCTCACGAATTAG

TCTCCGTCCGTGTAATTAGTTTTGTAATTAGACTATATTTAATACTCCTAATTAGT

ATCTAAACATCCAATTTTATAATTAAACTATGTTTAATACTTCTAATTAGTATCTA

AACATCCGATGTGACAGGACTAAAGTTTAGCCTCCGTGAGCCAAACACTCCCTTA 



ATCGCTTTGAACATCTCCTGATCACTCTCTTCGGAGAGAGAAAAGGACAAGTGAT

CAATCCAGATTCCCTGTTTCGTTTTTCTGTCACAAACTGACCGGTGCAGCGTCGTT

TGTTTGTCCGTGCATATACTGATAATCTGATACACACCAGGACGGCCTGCAAGTA

CGGCGGGAAGAACATAGCATTCCGTGTGAACGAGGGCTCGACCAACTTCTGGCTC

TCGCTGCTCGTCGAGTTCGAGGACGGCGAAGGCGACATTGGATCCATGCAGATAA

AGCAGGTATATAACCCAGCAGAATTCTTTCCATTGCATTTGCCTCCTACAGATTCA

GAGTTGCAGAGTTCTTCAGACCTCACCCTAGCACTAGCACGCTTCTTGGCCTCTTC

TCTTTCTTGCACGGCCCTATTTCCCTTACCTAGCGACTGCACGCAAACAAAGCGAT

TGGGAAAGGAGGCTATCTCTTTGTCCTTAACAACCTTTCGTGTTAGGTCCATGCCT

CAAGATGCACCGGACCAAGACAGGGCGCCCACAGCCCCATTGCCATACCGAGCA

TGTTGGAGACACGCGTGGTGTAGCGTTGCTTTGCTTTTAGTACTCTAGCTAGCATT

GCCACTGTTGTTTGGGTTCTTTCTACCCTGTCCATGTAGATCAACCTGAAGAAGTG

AGGCCAAAAGTCCTGGCAGTTAAAATCTCCACCCATTGTTTACCCAATCTAAGGT

TACATTTACACACCAAAAAGGCAGCTCCTTATCTCGAACAGGGAAAACCACAGG

CAAGAAGGCGTGCTAGTGCTTCTACTTTCTCGCGCTGTCTACCACACAAACCCTA

GTCAAAGCTTTGCATAAAGACACACACATCTACACGATCTTCTTTGCCGAATGAT

TCCCGTTCTGAATGTGTTGGAAAAGCGGCACGTGAGCCCTGGCCGATGTTGTTGC

TGCATCAACGACGAATCACTCGCCTTTCCTCCTGTAAGTTGTAACCCACTGGTGTG

CTTGGCCCCATGATGCTGTTTCTTCACCCCTGTCCCTCCTAAGTAAGACGGCCATG

AAGACTAAGGGGTGTTTGGATACACCCCACTAAAACTTAGCACTTGTTACATCGG

ATATTTGGATGCTAATTAGAAGTATTAAACATAGGCTAATTACGAAACTAATTGT

ACAGATGGAGTCTAATTCGTGAGACAAATCTATTAAGCCTAATTAGTCCATGATT

TGATAATGTAGTGCTACAGTAACCATTTGCTAATGATGAATTAATTAGGCTTAAT

AGATTTGTCTCGCGAATTAGCACAAGGTTCTGTAATTAGTTTTATAATTAGCTCAT

GTTTAGTCCTCTAATTAGCATCAAACATTCGATGTGACACCGCTAAAGTTTAGAC

CATCCAAACACCCCCAAAAGAACCCATGGCACTTGCACTGATTGGTCTCTTTCAC

GCTTGCCGTCCTTTTGTGTTGCGCTAGTGAGTGCTTTCACGGTGGTCGTTAAGTGA

AGCCTGACAGCCATCCTGCGCACGCTCGTGGCCTTGTGGGCTGGGGAATCCAAAG

ATGCCAAGGGATCCCATGCCAACCATGCTGTTGCTTTTTTGTTGCCTTGTAAAGCT

TAGATGCTGCCTGCTTTGCCTAGTGGGTTTACATTTTGCAGTAACAACTCGAGCTG

AACAATGCAGAGATACTATCATACCTACTACAGCTGCTGACTGCTCTCTTACATTC

ACCCTGCCAATTTGCCATGGTTTCTTGCAGGCCAACTCGGTGGAGTGGCTGGACA

TGAAGCACGTGTGGGGGGCCACGTGGTGCCTGGTGCGGGGCCCGCTCGTGGGGC

CCTTCTCCGTGAGGCTGGCCACGCTGTCCGCCAAGAAGACGCTCACGGCCCGGGA

CGTCATCCCCAGGAACTGGACGCCCAAGGCCACCTACACCTCGCGCCTCAACTTC

GAGCCGTCCCTCTAGAAGAAAGGGGAGGAGGCCGCCGCCGGAGTGGGCGCGGCG

CCCGTGGGCCCACGTTTTATCGGCCCCGGACGGACACTGCCATGTGGGCCCGCAA

AGGCCTGTGGCCCACTTGGCAGGCAGCCAGGCAGGAATCCTGTCCTATTGGATGG

ATCGCAGCTGTTTTTCTGTATGCAGGCAGCTTAGCCTGATCGTAGTATAGCTAGTG

TATGCTGATGCATATGCATCGGAAGTGTGTGATGCTAGTAGTTTTTTGTTGTGATT

TGTGAGCAGAGTTCAGGAGCTTGCCCAGGTACCAAGCAGCCGCCGTCTCCAAAG

GAGAGAGAGCGTTCGCTGCTTGCCCTGCTTGCTCGGCTTGGGTCCTGGAAGGCCA

GGAATCAGATGTGGAAGCTGGCCGGACCGTGGATCACTCGTGGTCATAGTGGGTC

GTGGCGTCTTGTTCGCTCGTGTGTGCTTGTTCCGGCGTCGATGTGCTTCTGTTTTGT

GTTCGCCCTGATTGAAATGCAGAGTTCGTGACAATGTCATCTGTCCGCTATGAGG

AATTTTGTGTGGCGCTTCAGAATGACCCTGCGCTTTCCATGTGGATGTCAGAATGT



ATGCGTGTCCTTCTCTTGCTACCATGTCAGTCAAAGACAATTAATAGCGGATGTG

ATTGTT 




