IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s04946630

Gene Model: LOC_0s04946630.1
Description: OstEXPB-12
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
http://rice.uga.edu/
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Query seq.

binding site 4 1y
specific hits o mmmweNx Pollen_allerg_1

Superfanilies DPBB_RI1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value
|+ DPBB_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 37-160 1.13e-79
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pil and Plll from Lolium perenne 168-244 1.90e-30

>0OstEXPB-12

MASRFQLILSTFVVIAAVTMLPRPCASIEFHRKLSSWSNGGATWYGAANGAGSDGGA
CGYQGAVFQAPFSSMIAAGSPSIYKSGLGCGSCYQVKCTGNSACSGNPVTVVLTDEC

PGGPCLSEPVHFDLSGTAFGAMANPGQADQLRAAGVLQIQYNRVPCNWGGVKLTFV
VDVGSNPNYFAVLVKYENGDGDLSGVELMQTGAGAAWTQMQQSWGAVWKLNAG
SALQAPFSIRLTSSSGKTLVASNVIPSGWKPGMSY ISTVNF*

CDS (coding sequence)
>OstEXPB-12

ATGGCTTCCAGGTTCCAGCTGATTTTGTCGACCTTCGTTGTCATTGCCGCTGTCAC
CATGCTTCCACGCCCTTGCGCTTCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGT
CCAATGGCGGAGCTACGTGGTATGGCGCTGCAAATGGCGCCGGAAGTGATGGTG
GTGCATGTGGGTACCAGGGTGCCGTCTTCCAGGCACCGTTCTCGTCTATGATCGC
CGCCGGCAGTCCTTCCATCTACAAGTCTGGCTTGGGCTGCGGCTCTTGCTACCAG
GTGAAATGCACTGGAAATAGCGCTTGCTCGGGCAACCCGGTGACTGTCGTCCTCA
CCGACGAGTGCCCCGGAGGCCCGTGCCTCAGCGAGCCGGTCCACTTCGACCTGAG
CGGCACGGCGTTCGGTGCCATGGCGAACCCCGGCCAGGCCGACCAGCTGLCGLGC
GGCCGGCGTCCTCCAAATCCAGTACAACCGCGTGCCGTGCAACTGGGGCGGAGT
GAAGCTCACCTTCGTCGTGGACGTCGGCTCGAACCCCAACTACTTCGCCGTGCTC
GTCAAGTACGAGAACGGAGACGGTGACCTCTCCGGCGTGGAGCTCATGCAGACC
GGCGCCGGCGCCGCCTGGACGCAGATGCAGCAGTCGTGGGGCGCCGTCTGGAAG
CTGAACGCCGGCTCGGCACTGCAGGCGCCGTTCTCCATCCGCCTCACGTCCAGCT
CCGGCAAGACGCTCGTCGCCAGCAACGTCATCCCTTCCGGGTGGAAGCCCGGCAT
GTCGTACATATCGACGGTGAACTTCTAA

Nucleotide
>0OstEXPB-12

CACACACAGCCCACACCACCTCTCATCGACTCATTTGCTTGCATCTTCCAAATCCT
TGCAAAGCAACAACAATCCTAGCAAGTTTAGCTAAGCAGGTATAGCAGCCATGG
CTTCCAGGTTCCAGCTGATTTTGTCGACCTTCGTTGTCATTGCCGCTGTCACCATG
CTTCCACGCCCTTGCGCTTCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGTCCAA



TGGCGGAGCTACGTGGTATGGCGCTGCAAATGGCGCCGGAAGTGATGGTAAATA
CGTTGTCATCAGATGAGAGTTTCTTCGAAAAGAAAATTCATGCCTATGTATGTCA
TGTCTTAACAGTGCAATATCTGTGTGTACAGGTGGTGCATGTGGGTACCAGGGTG
CCGTCTTCCAGGCACCGTTCTCGTCTATGATCGCCGCCGGCAGTCCTTCCATCTAC
AAGTCTGGCTTGGGCTGCGGCTCTTGCTACCAGGTACATATATACCGACAGATCA
GAATATATATCTAGTATAATTAAGTCTGTGCACATACATGTACTCCCTCCGTCCCA
AGATGTTTGACGCTGTTGACTTTTTAAAAAATATTTGACCGTTCGTCTTATTCAAA
AAATTTAAGTAATTATTAATTCTTTTCCTATCATTTGATTTATTGTTAAGTATACTT
TTACGTATACATATAGTTTTACACATTTCACAAAAGTTTTTGAATAAGACGAACG
GTCAAACATATTTAAAAAAGTCAACGGCGTATTTAGGGAAGGAGGGAGTATATG
CCTGTATTGCATCTAACATTGGAAATCAACAATATAATTTTTCAGGTGAAATGCA
CTGGAAATAGCGCTTGCTCGGGCAACCCGGTGACTGTCGTCCTCACCGACGAGTG
CCCCGGAGGCCCGTGCCTCAGCGAGCCGGTCCACTTCGACCTGAGCGGCACGGCEG
TTCGGTGCCATGGCGAACCCCGGCCAGGCCGACCAGCTGLGLGLGGLLGGLEGTEC
TCCAAATCCAGTACAACCGGTAAGCGAGCATCTTTCACTTCCGTGCAAAAATTGC
TGCAGCAGCAATGGCCAAAAGTCGGCCAAGCAGCAGAACACTTGCAGTTATCAC
GGCTTCACTCATCTTTTCTTATCACCACGCATGGACCACCGGCCACCGGGGCACA
TGCACTGCTTCAGCTATAACCTCCATGCATGCAACTGTCCTTCAATTCTTCTTCTC
GTGTTGGTTTCTTTCAAACGATCCGATCGAACGCACGTGATGTGTGTACAGCGTG
CCGTGCAACTGGGGCGGAGTGAAGCTCACCTTCGTCGTGGACGTCGGCTCGAACC
CCAACTACTTCGCCGTGCTCGTCAAGTACGAGAACGGAGACGGTGACCTCTCCGG
CGTGGAGCTCATGCAGACCGGCGCCGGCGCCGCCTGGACGCAGATGCAGCAGTC
GTGGGGCGCCGTCTGGAAGCTGAACGCCGGCTCGGCACTGCAGGCGCCGTTCTCC
ATCCGCCTCACGTCCAGCTCCGGCAAGACGCTCGTCGCCAGCAACGTCATCCCTT
CCGGGTGGAAGCCCGGCATGTCGTACATATCGACGGTGAACTTCTAACGATCGCA
AGCAATATCTCAACTTGCATGCTTGCTGCATGCATGTGTCTGCAGTCTGCAGGCAT
ATGTTAGATCGGTTATTCGTTGGTGCAACAACGATGTGTGCTACAGGGCTACAGG
TTTGTCGTAAGTGTGAAATTAATAACGGCGAGATGCAGAGGCGGAGGCGCAGAT
GATTTACTAGTTCTCCCCTCCTCGCCGCAGTACGTGTCAATGATTATCGTTATACG
TGTTTACTGTGTGTATTATTTGTATCAGAACAGAGCCGACCAGTGCTTATAAACGT
GCTATATATGAACATATTCGCATTGTGTTGTTGTGTCTTGACTGTGC





