IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0001s0629

Gene Model: Anaoc.0001s0629.1.p
Description: AocEXPA-03
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
uery seq, www—u-dﬂ

Superfanili PLNOOOSO

Llst of domain hits

Name = Accession Description Interval E-value
|+] PLN00050 super family 535 expansin A; Provision: 75-282 5.74e-93

SEQUENCES
Peptide
>A0cEXPA-03

MMSGTIQLVKAFGCHKRSCDPVVEWNHRGCFEANRVLLPISKLSSTLLECQANDQRA
FDRHRSVAQKPKFMPGPWLKAHATFYQGNSATFGGACGYEDLDKEGYGKGTVALS
TPLFKNGQSCGACYEIKCSEDPKYCHPEHSLFVTATNLCPANEKGGWCNPPREHFDIA
YPAFNEIAEYTAGIVPVDYRRVPCKREGGIRFTITGNPYENLVSVWNVGGAGDVVGM
LVKGSKKLKWTEMTRNWGQKWQTDAMLVGESLTLRVRTSDGRSSTSWHVAPENW
QFGQTFEGKNFK*

CDS (coding sequence)
>A0cEXPA-03

ATGATGTCTGGCACTATTCAATTGGTTAAGGCTTTTGGTTGCCATAAAAGGAGTT
GCGACCCGGTTGTGGAGTGGAATCACAGGGGCTGCTTTGAAGCTAACCGAGTTCT
TTTGCCTATCTCCAAACTATCTTCTACGTTGCTTGAGTGTCAAGCTAATGACCAGC
GGGCTTTTGACCGTCATCGTTCTGTAGCACAAAAACCAAAATTTATGCCTGGTCCT
TGGCTGAAGGCTCATGCCACGTTTTATCAGGGAAACTCTGCAACATTTGGTGGAG
CTTGTGGTTATGAAGATCTTGACAAAGAAGGATATGGGAAAGGTACAGTAGCATT
GAGCACACCATTGTTTAAGAATGGACAAAGTTGTGGTGCTTGTTATGAGATTAAA
TGTAGTGAAGACCCCAAGTATTGCCATCCCGAACATTCTCTGTTTGTCACAGCAA
CCAACCTTTGCCCAGCAAATGAAAAGGGAGGATGGTGCAACCCACCTCGTGAAC
ATTTTGATATAGCCTATCCTGCATTTAATGAAATCGCTGAGTATACCGCCGGCATT
GTCCCTGTTGACTATCGCAGAGTTCCATGCAAAAGGGAAGGAGGGATTCGATTTA
CAATAACGGGGAATCCGTACTTCAATTTAGTGTCTGTGTGGAATGTAGGAGGAGC
CGGCGATGTGGTTGGCATGTTGGTGAAGGGTAGTAAGAAGTTGAAATGGACTGA
AATGACACGAAATTGGGGTCAAAAGTGGCAGACCGATGCAATGCTGGTTGGAGA
GTCACTGACTTTACGAGTTCGAACAAGTGATGGTAGAAGCTCAACCTCCTGGCAT
GTTGCGCCTGAGAATTGGCAATTTGGACAAACTTTTGAAGGCAAGAACTTCAAGT
AG

Nucleotide
>A0cEXPA-03

ATGATGTCTGGCACTATTCAATTGGTTAAGGCTTTTGGTTGCCATAAAAGGAGTT
GGTAAGGTATGTTCCGAATTTTGATTTCGATGGTGTTCTCCAACTAAGTTTACTCA



AAATATCGGCATTCCTTTTGTCATTTATGTAGTTGAAAGTTTCTCTGCACTGTTTCC
TTTTAGGTTGGCTGAAATTTCTCAATTTTTACTAGAATTGATTTCTTAGTTTACTTC
ACATATAGCCAACATCTGCATAATGTTAAGGCCTACTTGAACTGCAAATTTTTATT
TTGCTTTGAAGCGACCCGGTTGTGGAGTGGAATCACAGGGGCTGCTTTGAAGCTA
ACCGAGTTCTTTTGCCTATCTCCAAACTATGTGAGAGGATGACTTCTCATTTGCAG
TCTGAAATCAGCCACTACTCGAAAGAGAAGGGAGCATACAAGCAACTTATCCAT
GGCCATTAAGCTAATTTTCTTGCTGGCCAGAATTAGGTCTCTGGGAATCCTCTCTA
GCTCTATTGGTGAACTGAGGAAATAAACTGAGTTCAACATTATGTGAATGCTTAT
TCGACAACTTTTCAACTGCATTGCTAGGCCTTTACATAATTCTACTGTTGTGTATT
TACAATTGACAAGAAATATTACACTTTTTTTTTTTTTTGTATAATTTGATATATGTA
CTTAATTTATTCCGTTGAATCATGTATTGTCTTTCATTCATTCTATTACGTCATTGT
CGATATATTTGCAAGATTATTGCTTAATAATAGCATGGGTTGTAGTCCTGTGGAG
GAGCATTCTATGATCCATACAGAATGTGAATGAATGGGCGACTGCTGCAAGATAA
TTTGGCTTGCGAAACTCCAGAAAATTTGGTACTCTTTCTATTTGGAAGGAGAGGC
AAACATTAAATGCCAACATTCTCTTAATTACCAAACCACTGAAATGCTCATAAAA
AATATCATACCTAAAAAAGGCACAATATACTAAAAATCTTCTGCAATATATATAT
ATATATATATATATATCTCCCTGCAATTTATGAAACTTAACAGAACAATTATTGAG
AAAGTAGAATATAAAATGGCTTACCCGACCTGTTTTAACATTATATTGTTGCTTTT
AGCTTCTACGTTGCTTGAGTGTCAAGCTAATGACCAGCGGGCTTTTGACCGTCATC
GTTCTGTAGCACAAAAACCAAAATTTATGCCTGGTCCTTGGCTGAAGGCTCATGC
CACGTTTTATCAGGGAAACTCTGCAACATTTGGTATGGTAAATCAACGCTAGAAA
GCTCATTAATTTAATAGTATTTTATTTTATTGAATAATTACTATAATGAATATGGC
ITTGATTTTGTTTGCTTGTGAATTTGTATTGATTAAAGGTGGAGCTTGTGGTTATG
AAGATCTTGACAAAGAAGGATATGGGAAAGGTACAGTAGCATTGAGCACACCAT
TGTTTAAGAATGGACAAAGTTGTGGTGCTTGTTATGAGATTAAATGTAGTGAAGA
CCCCAAGTATTGCCATCCCGAACATTCTCTGTTTGTCACAGCAACCAACCTTTGCC
CAGCAAATGAAAAGGGAGGATGGTGCAACCCACCTCGTGAACATTTTGATATAG
CCTATCCTGCATTTAATGAAATCGCTGAGTATACCGCCGGCATTGTCCCTGTTGAC
TATCGCAGGTTGATTTCCTTCTTTTATCTTAATTAATTAGCCTGCCTGCATGAAAT
AATTAGAGTTATGACTGACTTCAGTTGGATTCCAGAGTTCCATGCAAAAGGGAAG
GAGGGATTCGATTTACAATAACGGGGAATCCGTACTTCAATTTAGTGTCTGTGTG
GAATGTAGGAGGAGCCGGCGATGTGGTTGGCATGTTGGTGAAGGGTAGTAAGAA
GTTGAAATGGACTGAAATGACACGAAATTGGGGTCAAAAGTGGCAGACCGATGC
AATGCTGGTTGGAGAGTCACTGACTTTACGAGTTCGAACAAGTGATGGTAGAAGC
TCAACCTCCTGGCATGTTGCGCCTGAGAATTGGCAATTTGGACAAACTTTTGAAG
GCAAGAACTTCAAGTAG






