IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy3G211800

Gene Model: Brasy3G211800.1.p
Description: BsyEXPB-13
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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Specific hits B | Pollen_allerg_1

Superfanilies DPBB_RI1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins .. 41-162 5.88e-83
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIil from Lolium perenne 170-247 2.35e-32

>BsyEXPB-13

MAALSSKAVALVALSSLLVTYVAAGPPVNYNASAFTADPNWENARATWYGAPTGA
GPDDDGGACGFKNVNQYPFSAMTSCGNEPLFKDGKGCGSCYQIRCVNDQSCSGNPE
TVVITDMNYYPVSKYHFDLSGTAFGAMAKPGLNDKLRHSGIIDIQFKRVPCNFPGLK
VTFHVEQGSNPVYFAVLVEYEDGDGDVVQVDLMEANSGGAWTPMRESWGSIWRLD
SGHRLQAPFSLRITNESGKTLVADKVIPANWAPSAVYRSFVQYSG*

CDS (coding sequence)
>BsyEXPB-13

ATGGCAGCTCTTTCCTCCAAGGCCGTTGCACTCGTTGCACTCTCCTCCCTCCTTGT
CACCTATGTCGCCGCTGGCCCGCCAGTGAATTACAATGCTTCCGCCTTCACCGCC
GACCCCAACTGGGAGAACGCCAGGGCCACCTGGTATGGCGCGCCCACCGGLGLC
GGCCCTGACGACGACGGTGGTGCGTGTGGGTTCAAGAACGTGAACCAGTACCCG
TTCTCGGCCATGACCTCCTGCGGCAACGAGCCCCTGTTCAAAGACGGCAAGGGCT
GCGGCTCCTGCTACCAGATAAGATGCGTCAACGACCAATCCTGTTCCGGCAACCC
GGAGACTGTGGTCATCACCGACATGAACTACTACCCGGTCTCCAAGTACCACTTC
GACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCGGGCCTCAACGACAAG
CTGCGCCACTCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCAACTTCC
CGGGGCTGAAGGTGACCTTCCACGTGGAGCAAGGGTCGAACCCGGTGTACTTCGC
GGTGCTGGTGGAGTACGAGGACGGCGACGGCGACGTGGTCCAGGTGGACCTGAT
GGAGGCCAACTCGGGCGGCGCGTGGACGCCGATGCGCGAGTCGTGGGGCTCCAT
CTGGCGCCTCGACTCCGGCCACCGCCTCCAGGCGCCCTTCTCCCTCCGCATCACCA
ACGAGTCCGGCAAGACGCTCGTCGCCGACAAGGTCATCCCGGCCAACTGGGECGC
CCAGCGCCGTCTACCGCTCCTTCGTCCAGTACAGCGGCTGA

Nucleotide
>BsyEXPB-13

TTTTTTCCAGAATATCACTCTCTGCATGCACACAAAAACATATTCAGAGTATCAAT
TAACAGGCAGGTAGTCTGGTAGTGTCCAGAGACACCTGCGATAACCGCTAAACA
GCCGTGATTTCACATAAATATTCTAGTTTAGTGCACTGGTGAACGAACGGAACTG



ATCGCCCTCCATTCCTCCCATGATTTCCTCCCGTAGCCATGTGACCCCTATCACCA
CACAAAGCACGTCGGGTGCAACCACCGTTGATGGCTATCCCGGCCGACCGTGGCC
CCTTCAGCCTGCCTATAAATACCCCGGCAATATGTTAGTCCCAGAACATCAAAAC
AGAGTTCAACCGGTCTGGTCAGCGTGCCGGTGCACTGCTAGCTAGTGCTCTCTCT
GTCTCAAGCTTGAAGAAGCAGAGACTCTAGAGATGGCAGCTCTTTCCTCCAAGGC
CGTTGCACTCGTTGCACTCTCCTCCCTCCTTGTCACCTATGTCGCCGCTGGCCCGC
CAGTGAATTACAATGCTTCCGCCTTCACCGCCGACCCCAACTGGGAGAACGCCAG
GGCCACCTGGTATGGCGCGCCCACCGGCGCCGGCCCTGACGACGACGGTACGTC
ACATCTCTATACATATATGCGCCGCCGGTGCAACGATCCAGGGCGCCGLCLGGLC
CCTTCTTAATCCTAACCGGCGATTGTTGTTTAATTTGTGTAAACAATTTAGTATAT
GCACTGATCGATCTGATCTCTGTGTGCTTGCAGGTGGTGCGTGTGGGTTCAAGAA
CGTGAACCAGTACCCGTTCTCGGCCATGACCTCCTGCGGCAACGAGCCCCTGTTC
AAAGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTAGACCACCGGAATCGCTAA
TCTCTCAATGCGTGGTTTTCTTTTTTTCTTTCGTGACGAGTGCTATTTCCTGGTGCT
TGCCCCTGCCGTGGTGGAAAAGGAGCTGGTGGACTCTCGGGCACGTTGCTTTGCC
AATTTGCCTGCTGACTGTTATTGCTTTTGCCTCTCTTTTTTCAGATAAGATGCGTCA
ACGACCAATCCTGTTCCGGCAACCCGGAGACTGTGGTCATCACCGACATGAACTA
CTACCCGGTCTCCAAGTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATG
GCCAAGCCGGGCCTCAACGACAAGCTGCGCCACTCCGGCATCATCGACATCCAGT
TCAAGAGGTCTGTCTGTCTGTCTTTGTGGCCCTACCTGAACAGAACTTTCACGATA
GCGACCGGTTTAACACTTTAACTGGGACCCAAAGAGATTCGCAGCAACAAAAAA
AGAAGCACTCCGTTTTGCTTCACGATGTGTCGTACCGGCCGCGTTACACTTACAGT
AGGATAACACGAGGATTAATTGACGATGCAGGGTGCCCTGCAACTTCCCGGGGCT
GAAGGTGACCTTCCACGTGGAGCAAGGGTCGAACCCGGTGTACTTCGCGGTGCTG
GTGGAGTACGAGGACGGCGACGGCGACGTGGTCCAGGTGGACCTGATGGAGGCC
AACTCGGGCGGCGCGTGGACGCCGATGCGCGAGTCGTGGGGCTCCATCTGGCGC
CTCGACTCCGGCCACCGCCTCCAGGCGCCCTTCTCCCTCCGCATCACCAACGAGT
CCGGCAAGACGCTCGTCGCCGACAAGGTCATCCCGGCCAACTGGGCGCCCAGCG
CCGTCTACCGCTCCTTCGTCCAGTACAGCGGCTGAGCTGATCCGTCGCTGGCTGCT
GGCGTCAGGGTCTTATTTGGTATTGTATGGTTTTGCGTGGTCTCTTTTAATTAGGT
GAGGCGTCCGGTATCGGTTTTCATGTACTAGACGTCGTTGCATGCGTGTGTGTGTG
TGTGTGTCTTGTGTTCGTGAGAGCACGGGAGAGTGGGAGATGGAGGAGAGGCGC
ACGTTAATTTGCTTGTGCCCTCCCGCGCCTACTCTTTCACTGTACCAGTTTCGTTCA
GTCGTCAGTGTGTCACCAGAGCATAAGTTATTAATCACAGTTTCAGTTTGGCATTA
CTACTAGTTCT






