IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.06G172400

Gene Model: SbRi0.06G172400.1.p
Description: SbrEXPB-32

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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Specific hits — Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o

Name Accession Description Interval E-value
[+ DPBB_EXPB_N 122275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansins 44-167 3.86e-65
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plll from Lolium perenne. 175-251 1.93e-26

SEQUENCES
Peptide
>SbhrEXPB-32

MGSSRALALFLLCALLPAPPISVSAALLFGGGKSAKAAGADMEWRPATATWYGEAE
GDGSDGGACGYGTLVDVVPMKARVGSVSPVLFKDGEGCGACYKVKCLDRGICSRR
AVTVIVTDECPGGLCAFGRTHFDLSGAAYSRMAVAGAGGRLRDRGQLNVVYRRTA
CKYGGKNIAFRVNEGSTNFWLSLLVEFEDGEGDIGSMQIKQANSVEWLDMRHVWG

ATWCLVRGPLVGPFSVRLTTLSARKTLTARDVIPRNWTPKATYTSRLNFQPSL*

CDS (coding sequence)
>ShrEXPB-32

ATGGGTTCCTCGCGCGCCCTCGCTCTCTTCCTCCTCTGCGCTCTGCTGCCCGCGCC
CCCCATCTCAGTCTCAGCCGCATTGCTGTTCGGCGGCGGCAAGTCGGCCAAGGCG
GCGGGAGCCGACATGGAGTGGCGGCCGGCGACCGCGACGTGGTACGGCGAGGLCC
GAGGGCGACGGCAGCGACGGCGGCGCGTGCGGGTACGGGACGCTGGTGGACGTG
GTGCCGATGAAGGCGCGGGTCGGGTCGGTGAGCCCCGTGCTGTTCAAGGACGGC
GAGGGCTGCGGCGCCTGCTACAAGGTCAAGTGCCTGGACCGCGGCATCTGCTCCC
GCCGGGCCGTCACGGTGATCGTCACGGACGAGTGCCCCGGCGGGCTCTGCGCCTT
CGGCCGCACCCACTTCGACCTCAGCGGCGCCGCCTACAGCAGGATGGCAGTCGCG
GGCGCCGGCGGCCGCCTGCGTGACCGGGGCCAGCTGAACGTCGTGTACCGGAGG
ACGGCCTGCAAGTACGGCGGGAAGAACATAGCGTTCCGTGTGAACGAGGGCTCG
ACTAACTTCTGGCTCTCGCTCCTCGTCGAGTTCGAGGACGGCGAAGGCGACATCG
GATCCATGCAGATAAAGCAGGCCAACTCGGTGGAGTGGCTGGACATGAGGCACG
TGTGGGGGGCCACGTGGTGCCTGGTGCGGGGCCCGCTCGTGGGCCCCTTCTCCGT
GAGGCTCACCACGCTGTCCGCCCGGAAGACGCTCACGGCCCGCGACGTCATCCCC
AGGAATTGGACGCCCAAGGCCACCTACACCTCGCGCCTCAACTTCCAGCCGTCTC
TCTAG

Nucleotide
>ShrEXPB-32

CCAGCCAGCCGAGAGCACCTCTGCCTCTGACTGAGAGCATTGGGGCTTGGGATTT
CTCGAAGCCATAAAAGAGCGAGCCCCAAAAAGAAGCCTACCAAGTACCACCATT
CCAGTCAAGTCCAGTCCAGCGAGGGGAAGAAGAAGAAGAAGAAGAAGAAGAAG



AAGAAGAAGAAGAAGAAGAAGAAGAAGAAGGAGGAGGGGAGGAGGGGGCGAG
GAGCCAGAGCCAACCCAAACCTCTGAACACCCCCGCAAATGGGTTCCTCGLCGCGC
CCTCGCTCTCTTCCTCCTCTGCGCTCTGCTGCCCGCGCCCCCCATCTCAGTCTCAG
CCGCATTGCTGTTCGGCGGCGGCAAGTCGGCCAAGGCGGCGGGAGCCGACATGG
AGTGGCGGCCGGCGACCGCGACGTGGTACGGCGAGGCCGAGGGCGACGGCAGCG
ACGGTGAGCACTCTCATCCTGGGCTCCTCAACTCCGTATCGCACTGGTCTTATCCT
AGCGTTTACTGGGGGGCATAGTAGATACGGAGTAGTTGTAGTATAGGATACGAG
CAAAATACTTGCAGTGTACAGCCATACTGTCATTCTTAATTCACTCGGTGAGTTGA
TTATTACTGCAGGATTCTTCAGCTGTTACTCTATCTATCTACTGCTATCGCAGTGT
ACAATTTTCTTTACCGCGTATAGAAGAAAATGGTTTTGTGGTGGCTGGTAGTGGT
AGCAGTAAAAAAAATAGGAGAGGAATAAATAATTCCACCCGTTGCGACAATTTT
TTTTGGCGGGACCTCCCTGCGCATCCCATGAATCGCGGAGCGAATTTCGGTGGGC
CCGGGCTGGGCCCCAGTACGCGTGTCAAGCGCCTAGGTGCCCCGTTGCTTTAGGA
TTCGTGCTGCCGCCAGCCCGTTCTCTCAGCCCCGGCGACCTTCCAACATGCAACA
GGTCCATGCAGCCCCCAGTCTTCGGTACCGTTTGCTGAAATCTTGACGAATTAAT
GCAGCATTGCACTCTCTGCCCCGTCGTCCACCGACACTGCGGGTAATCTCCATGCT
ATCAGTACTCTGTCCACGAAAGAGTCAATTTCTAGAGTTGTCCTAAATCCAACTTT
TTAAACTTTGACCAAATTTCTAGAAAAAAATGCTAGGATTTATAGTATGAAATTA
GTATTATTAGATTCATCATAGAATATATTTTCATATAATGTGTATTTTATATTATA
GGTGTTGTTATTCTTTTCTATAAAGTTAGTCACGGATTCTAGGAATTGATTCTTTT
AGGGACGGAGGGAGTAGAAGTTACAGTAATCCCTGCTCGGTTTTTAACTGCTGCC
ATTTACGCCGTCCTGAGCAGTACAGTACATACGTCGTGCACTGCATGACCTTCAG
GTTTGTCGTCCTATTGACGCGTCTCGCAACTGAACAGTACCCACGTATGAGCCCG
TGACTTTTGTCCATCACAATTGACACACACAGCCCACAGGCTCTGTTCACGTCAA
CCTGCATTTTCCATGCCCCGTACGTCTCGGCTTTCCCTTCGTAATTTCTCTCCTTGT
GAAAAAATTTTGAATTTCGTTACTGTAGCACTTTTGTTTAGGATAAATATTATCCA
ATTATAGACTAACTAGGGTTAAAAAAAATCGTATTGTAATTTACAGTCAAACTAT
GTGATTAGTTTTTATTTTCGTTTATATTTAATGCTTAATGCATGTACCGCAAGATTC
GATTTTTTTGGTTTTCGATGTGAAGTAAACAACGCCTTGTTTTTCTTTCAGGCGGC
GCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGGGTCGGG
TCGGTGAGCCCCGTGCTGTTCAAGGACGGCGAGGGCTGCGGCGCCTGCTACAAG
GTCAAGTGCCTGGACCGCGGCATCTGCTCCCGCCGGGCCGTCACGGTGATCGTCA
CGGACGAGTGCCCCGGCGGGCTCTGCGCCTTCGGCCGCACCCACTTCGACCTCAG
CGGCGCCGCCTACAGCAGGATGGCAGTCGCGGGLCGLCLCGGLGGLCGLCCTGCGTGA
CCGGGGCCAGCTGAACGTCGTGTACCGGAGGTGAGCACCACACCACGCACAACC
CCCTCTCTAGGCCTGGTTTAATTCTAAAATATTTTGCAAAATGGACACGGTAGCTT
I TTCGTTTGTATTTGACAAATATTATCTAATCATGGACTAACTAGGCTTAAAAGAT
TTGTCTCGTCAATTCCGACCAAACTGTATAATTAGTTTTTATTTTTATCTATATTTA
GTACTTCATGCATGTGTCTAAAGATTCGATGCGACGAGGAATCTGAAAACTTCGT
CAGTTCAGAATCAACTGCTGCAGGTGTCTCGTAAATCGTGATGCTGTGCTGAAAA
ATGGCCACTTGGCGTCTGAAAATATCGCTGGTGCTATGATTTACCCCTGTAGGAG
TAGTAGTACTTAATGTACTACGATCCTGATTCCTGCGGGGGTAGTGAATTCAATT
GTCCAGGGTTAAATGGGAGGGAATGCAGCCCAGCTGTCCGTCAGTCTGAGAACT
GCTGCTGGTGTTAACCCTGGGTTAAACATGCTGCTGCCTGAAATAACTCAGTCAG
AGTCGCATCTGATCACTTGTAAATACCTCCTGATCAATCTCTGCAGGGAAGGGGG
TTACTAGAGATTGCAGCAGATGTCACTACTAGGGCCTTGTTTAGTTCCGAAAATTT
TTGGAAAATCGACACGGTAGCACTTTCGTTTGTATTTGACAAATATTATCCAATTA




TAGACTAACTAGGCTCAAAAGATTCGTCTCGTCAATTTCGACCAAACTGTGCAAT
TAATTTTTATTTTCATCTATATTTAATACTTCATGCATGCGTCTAAAGATTCGATGT
GACGGGGAATATGAAAAATTTTGCAAAATTTTCTGGAAACTAAACAAGGCCTAG
AAAAAAAACGATTAGTTCAGTTACTGGCTTTGGCAGTTAGATTCCCTGTTTCGTTT
TCTTTCTGAAACTGACCGGTGCAGTGTCGTTTGCCTGTATGCATAAACGGATACC
AGGACGGCCTGCAAGTACGGCGGGAAGAACATAGCGTTCCGTGTGAACGAGGGC
TCGACTAACTTCTGGCTCTCGCTCCTCGTCGAGTTCGAGGACGGCGAAGGCGACA
TCGGATCCATGCAGATAAAGCAGGTAAAGGACGATTCTTTCTGTGAATAATTATT
TTAAATTACGGTAGTCAGGGATTTGAGCTCGAGACATATAATTCTAAAATCATAT
TAAATTACACACACCGACTAATTTAACTTACAAGCTTAATTCCATTGAGAAGACG
GAGAATTCATTTTATATTTTAGGAGTAAGATACATATTTCACCCTCCAAGCACCA
ACTGGCTGAATCGGTGGTTTTACGTTCTAGTATAAATAATAATAATAATAATAAT
AATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATA
ATAATAATAATAATAATAATATGTTTGACCTCAAGAAACTCATAATTAAAATGTT
ATCTACATGTAAAGCATCAACACTTAAATAACATTTTTAGAATAAAGTTGGTACT
AGTTTCGTGTTTTCTAATTTATCAAAAGAAATTATTTATGAATTCTAAAAACTAAA
CCAGATTTTTATTATTTTTTAGAAACCAAACATAGGGACAAATTGACTAGTTTCAA
CAGTTGGAGGGTGTCTGTCATCCCATTTCAGCGCTCAAAATTGCAGTGATATACA
ACCTAGGTTTGGAAAAATATACTTTACCCTATGTATATTTTTACACATCGTAGAGT
AGTGGCACACAGCAAAGCCATCGGGAGGAAAAATAGACTATCCCCTCTCCATGG
GCCATGTATAGGTCTCGAGATGCACCGAACAAAAAAAGCCACAGCCCATAGCTT
AACCCCAGAGCATGTTGAAGACATCAGACGTGTGCGTGCTCCAGTGTTGCCGCTG
TCGTTTGGCCAATGCTATCCTGCCCTGTCTGGTAGATCGAATCGATGTCTGTCGAT
ATGAAGAGGCGAGAGGCCGGCCAAAAGATCTGGCAGCTAAAAATCTCTTGACGT
TCTTTACCCATTCTTAAGGTCACACAAGGTCACAAGGAAAGGAAGGCAGCACCTT
ATCTGGAACAGGGAAAATCCAGCACCGCATGGAACAGACCACAGAGGCGTGCGG
TGCAGCGTGCTAGTGCTGCTACTTTCTCGCGCTGCGCTGTCTACCACACAAGCCCC
TAGTCAAAGCTTTGCATAAACCTAAATAGTTTAAGACATGCATGATCTTCTTTGCC
GAATGATTCCCGTTCTGAATGTGTTGGAAAAGCAGCACGTGAGCCCCCTGGCTGC
TCATGCTGCTGTCTGTTGCTCCATCGAGGACACTCATCTCGATCAGTCGCCTTTAC
GCCCCCTGTACTGTAACTGTAATGAACTGCTCTGTGCCGGCCGCCCATGATGTTGT
TGTTTCTTCATCAGCTTCGGTCTGAGTCTAAAGACGGCCATGAAGCTGGAAGAGT
AAAGAAACCCATGCCTGCTTTGCTTTTGCGTTGCACTAGTGAGTGCTTTCACGGTG
GCCGTTGAATCCGAGACAGCCATGCCCGTGCCGTGTGCCCGGTGGCATGCACGCT
AGCTTGTGGCCGATCGAGTCGTCGTCGTCCTGGCCTTTCCTTTGTTGGGCTAGGGA
ATCCAAAGATGCCAAGGAATCCCATGCGACTTCTTGGTCCCTTGGAGACGTGCTG
TGCTGCTGCCTTTGTAAAAAGTTTCAGACGCCGCTGCGCTTTGCCTAGCCCTAGTG
GTAGTGGCCTGGGGTTTTAACTAGCAGTAACAACAGCTGTTCCCTGCTATTGCTTT
ACATTCATTCACCTTTGTGTTTGCTTGCCAAACCATTTGTCATGCAATCGCTGCTC
TGCTATGCTGTGTATGTTGCAGGCCAACTCGGTGGAGTGGCTGGACATGAGGCAC
GTGTGGGGGGCCACGTGGTGCCTGGTGCGGGGCCCGCTCGTGGGCCCCTTCTCCG
TGAGGCTCACCACGCTGTCCGCCCGGAAGACGCTCACGGCCCGCGACGTCATCCC
CAGGAATTGGACGCCCAAGGCCACCTACACCTCGCGCCTCAACTTCCAGCCGTCT
CTCTAGGGAGGAGCCCCGCCGGAGACTGCCGGAGGGGAGAGGGGGLGLGGLGA
CCGGGGGCCCACGTTTTATCGGCCCCGGACTCTGCCTTGTGGGCCCGCAAAGGCT
GGTGGCCCACTTGGCAGGCAGCCAGGCAGGAGGAATCCAGACTGTTTTTGTTTTT
TTTTTTTTTGCTGTAGTGCAAGCAGCTTGGTTTTATATGATTTTATTTTATCCTCGT




AGCGTAGCTAGCTAGTGTGAGGTGATTCATGATCATCATAGCAGGCATCGGAGGA
CATGCATGCGTGATGGCTGATGAGTTGAGTCCGTTAGGGGGCCCAGAGTGTCAGG
TACAGGCAGCCGCCCTCTCCAAAGGAGAGAGCTAGCGCTCGCTGCTTGCTCTCGG
GCTCCAGCTCAAGCCCTTGGAGGCTCGGAATCCGATGTGGAAGCTGGTTGCGCCG
TGAGGATTTTGGATCCCTCGTGGTGTCTGCTTCTGCTTCTGCTTCGCTCGTGTGTG
GTGTGGCTGTGTTTTTGGCGTCGATGTGTTTCCTGTCTTGTGTTTGCCCTGTTGATG
AATGCAGGGTTCGTGACAAAAGTTGTTTATCTGTCCACAATGAGGAATGCGCGTC
TGATGCTGCTCAGAAAAGGAAAGAAAAAAAGAGATGAACATTCGTGGCATATAT
ATGTAGTGAAGATAGAAACTCATCCCAAAAACATACTTTGAA





