
IDENTIFICATION 

Species: Lactuca sativa 

Locus: Lsat_1_v5_gn_2_119040 

Gene Model: Lsat_1_v5_gn_2_119040.1 

Description: LsEXPA-08 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lsativa_V8  

KEGG: https://www.genome.jp/entry/T05352  

EXTERNAL RESOURCES 

https://lgr.genomecenter.ucdavis.edu/  

https://www.lettucegdb.com/  

https://phytozome-next.jgi.doe.gov/info/Lsativa_V8
https://www.genome.jp/entry/T05352
https://lgr.genomecenter.ucdavis.edu/
https://www.lettucegdb.com/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LsEXPA-08 

MEARGVGYFVILCAILTAVNARIPGVYTGGKWESAHATFYGGNDASGTMGGACGY

GNLYSQGYGVNTAALSTALFNNGLSCGACFELKCVNDPRWCHSGSPSIFITATNFCPP

NFAQPSDNGGWCNPPRTHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKQGGIRFTIN

GFRYFNLVLVTNVAGAGDITRVWVKGSRTGWMSLSRNWGQNWQSNAVLVGQSLSF

RVTSSDRRTSTSWNVVPANWKFGQTFTGKNFRV* 

CDS (coding sequence) 

>LsEXPA-08 

ATGGAGGCCAGGGGTGTGGGTTACTTTGTAATTTTGTGTGCCATTCTGACAGCCG

TCAACGCTCGTATACCGGGAGTCTACACCGGAGGGAAGTGGGAGAGTGCTCACG

CCACCTTCTACGGTGGCAACGACGCCTCTGGTACAATGGGTGGAGCTTGTGGGTA

TGGAAATTTGTACAGCCAAGGGTATGGCGTCAACACGGCGGCGCTAAGCACGGC

TCTGTTCAACAACGGGCTGAGTTGCGGTGCTTGTTTCGAGTTAAAATGTGTGAAT

GATCCAAGGTGGTGCCACTCCGGCAGCCCTTCTATTTTCATCACGGCGACCAATTT

CTGTCCTCCTAATTTCGCTCAGCCAAGTGACAATGGTGGGTGGTGCAACCCTCCG

AGGACCCATTTCGATCTTGCCATGCCCATGTTCCTCAAGATCGCCGAATACCGTG

CCGGCATCGTCCCCGTTTCCTATCGCCGGGTACCATGCCGAAAGCAAGGAGGAAT

AAGATTCACCATCAATGGATTCCGTTACTTCAACTTGGTTTTGGTTACCAACGTGG

CGGGTGCTGGAGATATCACTCGAGTATGGGTGAAAGGTTCGAGGACTGGATGGA

TGAGTCTGAGTCGTAACTGGGGTCAAAACTGGCAATCAAATGCAGTGCTAGTTGG

TCAATCACTCTCTTTTAGAGTGACTAGCAGTGATCGTCGTACTTCCACATCATGGA

ATGTTGTTCCTGCGAATTGGAAATTCGGTCAAACTTTTACTGGAAAAAATTTCCG

AGTTTAG 

Nucleotide 

>LsEXPA-08 

CCTCACTCGCCGCAATAAGTAGCGATACAGATTTCATTCTCTTCCACATTTTCAAC

TCCCACTTCTCACATTCCTTCTCTGCCTCTACTCTCTTCCTGACTGTGTGTGAAAAT

GGAGGCCAGGGGTGTGGGTTACTTTGTAATTTTGTGTGCCATTCTGACAGCCGTC

AACGCTCGTATACCGGGAGTCTACACCGGAGGGAAGTGGGAGAGTGCTCACGCC

ACCTTCTACGGTGGCAACGACGCCTCTGGTACAATGGGTACGTCACCATTTTCGT



ATCCTCACATCCTGTTTCAGATTCCCAGCTAATTCATCATCCTCTGTTTCAATTACT

CTGTTTTTATAAAAGATTGAATAATTGAATTATTTTACAGGTGGAGCTTGTGGGTA

TGGAAATTTGTACAGCCAAGGGTATGGCGTCAACACGGCGGCGCTAAGCACGGC

TCTGTTCAACAACGGGCTGAGTTGCGGTGCTTGTTTCGAGTTAAAATGTGTGAAT

GATCCAAGGTGGTGCCACTCCGGCAGCCCTTCTATTTTCATCACGGCGACCAATTT

CTGTCCTCCTAATTTCGCTCAGCCAAGTGACAATGGTGGGTGGTGCAACCCTCCG

AGGACCCATTTCGATCTTGCCATGCCCATGTTCCTCAAGATCGCCGAATACCGTG

CCGGCATCGTCCCCGTTTCCTATCGCCGGTTAGTTTCTCCGACTTGTTTCCATTTCT

TCCAAATTTGGAAATGGAAGTCTGAAATTTTATCATCTACTTCAATTATGCGCTCA

TTATTTATCCATATTACCTTAAAAAATGTTTTAGCATTTGACTTTCCAACTGACAA

GCCTGAAAAATGGGGACCTCAACTCCCTAAAACCGCGTTTGTGCTTGTACGCTTT

CAATTATGTTTATTTACAATATTACCCTTGAACAATTAGAGAATGAAGATCTTTTA

ATTTGTGTAATAATTCTACCTTTTTAATTTTTATAACATTTGTTTATACAAAAAAGT

TGAATTACATATATATTTTTTTTATCACATAGGGTACCATGCCGAAAGCAAGGAG

GAATAAGATTCACCATCAATGGATTCCGTTACTTCAACTTGGTTTTGGTTACCAAC

GTGGCGGGTGCTGGAGATATCACTCGAGTATGGGTGAAAGGTTCGAGGACTGGA

TGGATGAGTCTGAGTCGTAACTGGGGTCAAAACTGGCAATCAAATGCAGTGCTAG

TTGGTCAATCACTCTCTTTTAGAGTGACTAGCAGTGATCGTCGTACTTCCACATCA

TGGAATGTTGTTCCTGCGAATTGGAAATTCGGTCAAACTTTTACTGGAAAAAATT

TCCGAGTTTAGTTAAGCTAAGATACTATACCAATTGTTTTAAACTTACCAATAGTT

ATCACACAAGCTTTAAAATAAAAAAGGTTTGTGTAATGGGTTTGATTTGTATTTTT

AATTTAGGTTTGAAAGAAAAGAGAGGCTTAGGAAAAAGTCTAGGGTTGGTTTGTT

TGTGGGGTATTTTTGACAATTCAAGAACTGTGTAACAAGAGCTGAAGTGGCTATA

GAGTCATGCCTCAACTCATGACGGCCCGCAGCTTTTTTATTATTGTT 




