IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0104s0001

Gene Model: Kalax.0104s0001.1.p
Description: KIEXPA-26

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-
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Superfanilies PLNO00S0

+ Name Accession Description Interval E-value
[+] PLNO0O50 super family cl31535 expansin A; Provisional 28-255 1.65e-120
SEQUENCES

Peptide

>KIEXPA-26

MSLLTLVAALCLLLPPSAHARIPGVYSGSAWQTAHATFYGGSDASGTMGGACGYGN

LYSQGYGVNTAALSTALFNNGQSCGSCFELKCANDPQWCHSGSPSIFITATNFCPPNF

AQPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKKGGIRFTINGFR
YFNLVLITNVAGAGDIVKASVKGSKTGWMSMSRNWGQNWQSNAVLVGQALSFRVT
GSDRRTSTSWNIVPAHWQFGQTFIGKNFRV*

CDS (coding sequence)
>KIEXPA-26

ATGTCTCTCCTCACTTTGGTCGCCGCTCTCTGCCTCCTCCTCCCCCCCTCCGCCCAC
GCGCGCATCCCCGGTGTCTACTCTGGCAGCGCTTGGCAGACCGCCCACGCCACCT
TCTACGGCGGCAGTGATGCCTCTGGCACCATGGGAGGTGCTTGTGGATATGGAAA
TTTGTACAGCCAGGGCTACGGTGTGAACACGGCCGCGCTCAGTACAGCGCTGTTC
AACAACGGTCAGAGCTGCGGCTCCTGCTTCGAGCTCAAATGCGCTAATGACCCGC
AATGGTGCCACTCTGGCTCCCCATCCATCTTCATCACTGCTACTAACTTCTGTCCA
CCTAACTTCGCTCAACCCAGCGACAACGGCGGATGGTGCAACCCTCCCAGGCCECC
ATTTCGACCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGCGCTGGAATC
GTCCCCGTTTCTTACCGCCGCGTGCCATGCCGAAAGAAGGGAGGAATCAGATTCA
CGATCAACGGCTTTCGCTACTTCAACCTGGTCCTAATCACCAACGTGGCCGGLCGC
CGGAGACATAGTGAAGGCCAGCGTGAAGGGGTCCAAGACTGGGTGGATGAGCAT
GAGCCGTAACTGGGGTCAGAACTGGCAGTCAAACGCGGTACTGGTGGGTCAGGC
ACTTTCATTCAGAGTCACCGGCAGCGACCGCCGCACCTCCACCTCGTGGAACATC
GTGCCCGCTCACTGGCAGTTCGGGCAGACATTCATCGGAAAGAATTTCAGAGTCT
GA

Nucleotide
>SKIEXPA-26

ATCTACATTATAAATCCAGTTATTTATTTACTTTTTTGGATGAAGTAATGAACATA
GTTTTTAACCTTAAATTTCATCCACTCCCAAAATCTCACCCTTAACCTTAATTTCA
CTAGACAGTCCATCTCCAATCCCCTTCCATAAATACCCTCAACACTGTCACTCCCT
CCATCACAATTCCACCCCCAAGCTCACACACCTTTTCACACCCATCATCATCTCTC
TCTTTTCTCTCCAATGTCTCTCCTCACTTTGGTCGCCGCTCTCTGCCTCCTCCTCCC




CCCCTCCGCCCACGCGCGCATCCCCGGTGTCTACTCTGGCAGCGCTTGGCAGACC
GCCCACGCCACCTTCTACGGCGGCAGTGATGCCTCTGGCACCATGGGTACGTATC
TACATATGCATAAATGTGATAAGAGAAACACTTGAGAGGGATTGTGTCAGTTTAG
TAATTGAACCGTGTGCACGTACTACAGGAGGTGCTTGTGGATATGGAAATTTGTA
CAGCCAGGGCTACGGTGTGAACACGGCCGCGCTCAGTACAGCGCTGTTCAACAA
CGGTCAGAGCTGCGGCTCCTGCTTCGAGCTCAAATGCGCTAATGACCCGCAATGG
TGCCACTCTGGCTCCCCATCCATCTTCATCACTGCTACTAACTTCTGTCCACCTAA
CTTCGCTCAACCCAGCGACAACGGCGGATGGTGCAACCCTCCCAGGCCCCATTTC
GACCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGCGCTGGAATCGTCC
CCGTTTCTTACCGCCGGTATGCCCCCACACTCCGTTTTCTCGCTGCTCTGTTTTCAG
TTGATTTTCTTACTCCGTTCAGATTTAGGATTCCAATACGGTGACGTTTAGTCTTA
GTGTTGCTGAGTCACACGCGCTACTTCAGTAAAGTCAGGCTGAGAGTGGTTATCT
CGGAATTTTACTTTTCTTGAAGTACATATTTTTTTTAAAAAAGAATTTAGTGCAGA
ATATTACGGATTTTTAATGTTAAAATATTAGTAGGTTACGGGAAATCTGACATTA
GCTTCAAAATAAATTATCTAATTTCATTAAAGTGCTTGTCATTCAATTTTTTTAGTT
AAATAAAATTAACCTGAACTACAAAAAAAAACTTTAAAATGGGAACAAAGATTC
AGTCGATCATGTGCGATTTCAGTTTATTAATTAATCGGTTCGAATAAATTGTGTTG
ATTATATTATTAGTTTTTATGGAAATGAAATTATAAAATAAATAAAATTAAAGTA
TCCCAGTGATTAAGTTAGATTTCTTTATTAAATTCCAACCCCACTACTTTAGATAG
ATTTCTATTCGACCACCTGACTTTAACAAAAAATTCGGAAAAGCAAAACTGTAAT
GTTATCTTATCTTGTCCTTAGCGTGCCATGCCGAAAGAAGGGAGGAATCAGATTC
ACGATCAACGGCTTTCGCTACTTCAACCTGGTCCTAATCACCAACGTGGCCGGCG
CCGGAGACATAGTGAAGGCCAGCGTGAAGGGGTCCAAGACTGGGTGGATGAGCA
TGAGCCGTAACTGGGGTCAGAACTGGCAGTCAAACGCGGTACTGGTGGGTCAGG
CACTTTCATTCAGAGTCACCGGCAGCGACCGCCGCACCTCCACCTCGTGGAACAT
CGTGCCCGCTCACTGGCAGTTCGGGCAGACATTCATCGGAAAGAATTTCAGAGTC
TGAGAAAACAGCCAACAGCTACAAGTGAAGCATTTACAGAGCATTAATTGAATT
GTGGTGTTATTGAAAAGTGCTTTCAATGGTAGTGTAATTTAGGGTTTGAAAAAGA
TTGGGCCCCAGTTTGTGTGAGGGTTATATTAGATGTAGGAGTGATTTGAGTGAGT
GTGACGACAGATAATAGCGGAGACTGGAGAGGATGATGTCAGTTTGTAAGCTGA
AGTGGCTAGAAAAGTCTACCCCGCAGCTCTGAATTAATCCCTGTTAACAAGCATA
TATTTATATTTAATAACATTTGATAAGG






