IDENTIFICATION

Species: Oropetium thomaeum

Locus: Oropetium_20150105_02861A

Gene Model: Oropetium_20150105_02861A
Description: OthEXPB-02

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1 0
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0
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List of domain hits i
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 50-135 2.99e-44
[+ PLN03023 super family 33621 Expansin-like B1; Provisional 55-237 6.20e-36

>OthEXPB-02

MDANSSCSASIFSVRAALFASLACAALFFGAAEAGAAHRVVDPEWHPATATCPVLFK
SGEGCGACYKVRCLDSSICSRRAVTVIVTDECPGGICSGGRTHFDLSGAAFGRLAVAG
AGNQLRNRGEINIVFRRTACRYRGKNIAFHVNEGSTGFWLSLLVEFEDGDGDIGSMQ
LKQANSAQWQDMQHIWGATWSLTPGPLVGPFSVRLTTLTSKQTLTAQDVIPKNWTP
KATYTSRLNFAA*

CDS (coding sequence)
>OthEXPB-02

ATGGACGCCAACTCGAGCTGCTCTGCTTCCATCTTCTCCGTCCGTGCCGCGCTCTT
TGCTTCGCTAGCTTGTGCTGCTCTCTTCTTCGGTGCTGCGGAGGCCGGGGCGGCGCL
ACAGGGTCGTCGACCCCGAGTGGCACCCGGCCACGGCCACCTGCCCGGTGCTCTT
CAAGAGCGGCGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTCGACTCCAG
CATCTGCTCCCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCCCLCGGLGGEG
ATCTGCTCGGGCGGCCGCACGCACTTCGACCTCAGCGGCGCCGCGTTCGGCCGAC
TGGCCGTAGCCGGCGCGGGGAACCAGCTGCGCAACCGCGGCGAGATCAACATCG
TGTTCCGAAGGACGGCGTGTAGGTACCGGGGCAAGAACATCGCCTTCCACGTGA
ACGAAGGCTCGACCGGCTTCTGGCTGTCCCTTCTCGTCGAGTTCGAGGACGGCGA
CGGCGACATCGGATCCATGCAGCTGAAGCAGGCAAACTCGGCGCAATGGCAGGA
CATGCAGCACATCTGGGGCGCCACGTGGAGCCTCACGCCGGGCCCACTTGTCGGC
CCTTTCTCTGTGAGGCTGACGACCCTGACCTCAAAGCAGACCCTCACGGCCCAGG
ACGTGATCCCCAAGAACTGGACCCCCAAGGCCACATACACTTCCCGCCTCAACTT
CGCCGCGTAG

Nucleotide
>0OthEXPB-02

ATGGACGCCAACTCGAGCTGCTCTGCTTCCATCTTCTCCGTCCGTGCCGCGCTCTT
TGCTTCGCTAGCTTGTGCTGCTCTCTTCTTCGGTGCTGCGGAGGCCGGGGCGGCGC
ACAGGGTCGTCGACCCCGAGTGGCACCCGGCCACGGCCACCTGGTATGGGAGCG
CCGACGGTGATGGCAGCGACGGTAAGATACTCCAAGCTAGCTCTCAATTCGTATG
ATGCCACACTCACACTCTACAAATACTCGACACTGTCGAGCGAGTGCACTGCACC
TTTGTTTACTGCACATCAAACTTCAGTTACAAGTTTGGCTGATAATAACCAAGCGC
GATCGGATCCGCATAATATGGTTTCCAGTTTTTCCACTTCAAAGTAAATAGTCGTC



TGGTCGTGGGTCAATTGTGCCGCAAACCACGGCAATGCAAAGACTCCAGAGCGA
GCGCCGGGCCACGAGTTCTTTAGGATTTATGCGCGCGATTATGGCCGGCACTGGA
GCGTGGAGCCACGGCCGTTCTCCACGCTGTCGGGTTCCATAATTCGCAGCTTCTG
CTAGCTTGGACGACGTAGGAACCCATAACTGGCCATACCGAGAGTAAATCGGCC
CCCCGACACTCGGTATATCCATTTCTTGCGTGTCGCCTGTCGCGCGCAGACAAAT
GGCCAGTGAAGTAAAAAAGCATACTAACAGTGACTGTAGCTAGTTGAAAAAAAT
GCTGCAGGCTTGTATAGAATAGAAACATGTGAATTATTAGTGATAGTGTAAAATA
TTTATGTACATTATTTGAGAGTAGTAGTATTTGAGTAGGCGTTTGTTTGACTCATC
ATGCAGGCGGTGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATGAAGG
CGCGCGTGGGCGCGGTGAGCCCGGTGCTCTTCAAGAGCGGCGAGGGCTGCGGEG
CCTGCTACAAGGTCCGGTGCCTCGACTCCAGCATCTGCTCCCGCCGCGCCGTCAC
GGTCATCGTCACCGACGAGTGCCCCGGCGGGATCTGCTCGGGCGGCCGCACGCAC
TTCGACCTCAGCGGCGCCGCGTTCGGCCGACTGGCCGTAGCCGGCGCGGGGAACC
AGCTGCGCAACCGCGGCGAGATCAACATCGTGTTCCGAAGGTGAGCATACCGGC
CTATTTTGTTGTTGTTAATTAGTACTTAAGTACGGGAGGACGGCAGTTGTGCCGTT
AACCATATGCTGATATATGCAGTACGTACGTGTGTCGTCGAACGAACTGTTAAGA
GAACATGCTAACGGTACTAGTGCCTTGCATCTGACGTAACTGGAAAACGCTGCAT
ATGCAGCCACTTCGCTTGTTGAACTCTGTCAAAAATGAGTGGTACCAGGAAGAGA
GTCGATAGATAGGTTAAAATTGTTCCGCTGTCAGATCTGACAGGGTACCGAGAGA
GGACCAGGAGGTTCGTACGCATGCAGTAGTAGTTTGGATCTTGGACGTTCTCCAC
CCGTTTATTATTACCGTACTGAACTGTCTGGCACGCCCAGAAGAAATCAATGTGC
GACAGAGTTCAACACACTGTCTCCCTTTCGTCCTCTTCTTCTCTGATCGGCTGTAC
TGCAGTTTTACTGCGTGTCATCGACTTAAACCTAATGTGTTGCGTTGCGTGCGGTT
GAATTAGTACAAACGGATCGAAATCGGTTGAAATCTCGCCTTATTTAGAATTGGA
AAACATGCTTGTTTAATTATTGGCGTGCTTATTACTACTACTAGTACTACTGACGA
GCGCATCTAATACGGCGTGCACAGGACGGCGTGTAGGTACCGGGGCAAGAACAT
CGCCTTCCACGTGAACGAAGGCTCGACCGGCTTCTGGCTGTCCCTTCTCGTCGAGT
TCGAGGACGGCGACGGCGACATCGGATCCATGCAGCTGAAGCAGGTAAAATCTC
CTCTCACTTCTCAGCTAGTAGCAGCGTGCTTGTGAGTGGATGGCCCCCTTTTTCAC
ATGTCGCTAGCTAGGGACATGGGCGAAGGTTTTCTGGAGGACGGATGGGCCAGC
ATGGGCCGCAACAACGCTTCTGTCTGTTTCCCTTTTCTGTCCTACTTACTACTAGC
AACTTTTAGGCAGCTTGCTTGCTTTGTCCACCACTGCTGCTGGGTTCTAGAATCGC
ATCGCATGCATGTCCTTAGAGAAAACAACACCACGGCTTAGCTAAAAAGGCACTT
AGACTAACTTGATACGTTTCCCAGCTTTTGCCGGCAAGCAAGAGTAGCTCTAGTA
ACATGATTCTACCACAGAGTGTAGTGTTCCCTAATCGGTAGTCATAAGCCAAGCT
AGCTTAAACTGTAACTTTGCAATTGACACCTCCCCCACTCGTGGATGCAGGCAAA
CTCGGCGCAATGGCAGGACATGCAGCACATCTGGGGCGCCACGTGGAGCCTCAC
GCCGGGCCCACTTGTCGGCCCTTTCTCTGTGAGGCTGACGACCCTGACCTCAAAG
CAGACCCTCACGGCCCAGGACGTGATCCCCAAGAACTGGACCCCCAAGGCCACA
TACACTTCCCGCCTCAACTTCGCCGCGTAGAGGTCCGCTGTGCGGAAGGACTGTT
GTGATCCCTTGTGAAATATACTAGTGTGTGGTGTGCTTGTTTTTTTGGGCCTAATC
GGTAGTCCGAGGTAGCCCTCTCCAAAAGCGGAGAGAGAGCGTGATTTGGTTCGTG
TGGGCCGCATGCTTCCTGGAGGCTGGAATGGGGGACTTCGGTGAAGAGCGGCTC
GAATCAAAAGGTGCTTGGACTTCATGGCCTGCCTACACTCTCTGTAGTACTACTA
CTTGTTCTCATTATATGATCCTGATTTTTCTTTTTTCGTTTCATTTACGGTTGCTACT
TATTATGTTTCCATTGGTACGAGAGTGGGTTATGACTTGTGTGCAGCACCAACAT
GTATTGCTCCTTCACATTATCTATTTGTTTAATGCAATGTAACAGTGCTGAAATGA
AAAAGGCCTATAAGTAGCACGTACTGTCCGAGAG




