
IDENTIFICATION 

Species: Oropetium thomaeum 

Locus: Oropetium_20150105_02861A 

Gene Model: Oropetium_20150105_02861A 

Description: OthEXPB-02 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OthEXPB-02 

MDANSSCSASIFSVRAALFASLACAALFFGAAEAGAAHRVVDPEWHPATATCPVLFK

SGEGCGACYKVRCLDSSICSRRAVTVIVTDECPGGICSGGRTHFDLSGAAFGRLAVAG

AGNQLRNRGEINIVFRRTACRYRGKNIAFHVNEGSTGFWLSLLVEFEDGDGDIGSMQ

LKQANSAQWQDMQHIWGATWSLTPGPLVGPFSVRLTTLTSKQTLTAQDVIPKNWTP

KATYTSRLNFAA* 

CDS (coding sequence) 

>OthEXPB-02 

ATGGACGCCAACTCGAGCTGCTCTGCTTCCATCTTCTCCGTCCGTGCCGCGCTCTT

TGCTTCGCTAGCTTGTGCTGCTCTCTTCTTCGGTGCTGCGGAGGCCGGGGCGGCGC

ACAGGGTCGTCGACCCCGAGTGGCACCCGGCCACGGCCACCTGCCCGGTGCTCTT

CAAGAGCGGCGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTCGACTCCAG

CATCTGCTCCCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCCCCGGCGGG

ATCTGCTCGGGCGGCCGCACGCACTTCGACCTCAGCGGCGCCGCGTTCGGCCGAC

TGGCCGTAGCCGGCGCGGGGAACCAGCTGCGCAACCGCGGCGAGATCAACATCG

TGTTCCGAAGGACGGCGTGTAGGTACCGGGGCAAGAACATCGCCTTCCACGTGA

ACGAAGGCTCGACCGGCTTCTGGCTGTCCCTTCTCGTCGAGTTCGAGGACGGCGA

CGGCGACATCGGATCCATGCAGCTGAAGCAGGCAAACTCGGCGCAATGGCAGGA

CATGCAGCACATCTGGGGCGCCACGTGGAGCCTCACGCCGGGCCCACTTGTCGGC

CCTTTCTCTGTGAGGCTGACGACCCTGACCTCAAAGCAGACCCTCACGGCCCAGG

ACGTGATCCCCAAGAACTGGACCCCCAAGGCCACATACACTTCCCGCCTCAACTT

CGCCGCGTAG 

Nucleotide 

>OthEXPB-02 

ATGGACGCCAACTCGAGCTGCTCTGCTTCCATCTTCTCCGTCCGTGCCGCGCTCTT

TGCTTCGCTAGCTTGTGCTGCTCTCTTCTTCGGTGCTGCGGAGGCCGGGGCGGCGC

ACAGGGTCGTCGACCCCGAGTGGCACCCGGCCACGGCCACCTGGTATGGGAGCG

CCGACGGTGATGGCAGCGACGGTAAGATACTCCAAGCTAGCTCTCAATTCGTATG

ATGCCACACTCACACTCTACAAATACTCGACACTGTCGAGCGAGTGCACTGCACC

TTTGTTTACTGCACATCAAACTTCAGTTACAAGTTTGGCTGATAATAACCAAGCGC

GATCGGATCCGCATAATATGGTTTCCAGTTTTTCCACTTCAAAGTAAATAGTCGTC



TGGTCGTGGGTCAATTGTGCCGCAAACCACGGCAATGCAAAGACTCCAGAGCGA

GCGCCGGGCCACGAGTTCTTTAGGATTTATGCGCGCGATTATGGCCGGCACTGGA

GCGTGGAGCCACGGCCGTTCTCCACGCTGTCGGGTTCCATAATTCGCAGCTTCTG

CTAGCTTGGACGACGTAGGAACCCATAACTGGCCATACCGAGAGTAAATCGGCC

CCCCGACACTCGGTATATCCATTTCTTGCGTGTCGCCTGTCGCGCGCAGACAAAT

GGCCAGTGAAGTAAAAAAGCATACTAACAGTGACTGTAGCTAGTTGAAAAAAAT

GCTGCAGGCTTGTATAGAATAGAAACATGTGAATTATTAGTGATAGTGTAAAATA

TTTATGTACATTATTTGAGAGTAGTAGTATTTGAGTAGGCGTTTGTTTGACTCATC

ATGCAGGCGGTGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATGAAGG

CGCGCGTGGGCGCGGTGAGCCCGGTGCTCTTCAAGAGCGGCGAGGGCTGCGGCG

CCTGCTACAAGGTCCGGTGCCTCGACTCCAGCATCTGCTCCCGCCGCGCCGTCAC

GGTCATCGTCACCGACGAGTGCCCCGGCGGGATCTGCTCGGGCGGCCGCACGCAC

TTCGACCTCAGCGGCGCCGCGTTCGGCCGACTGGCCGTAGCCGGCGCGGGGAACC

AGCTGCGCAACCGCGGCGAGATCAACATCGTGTTCCGAAGGTGAGCATACCGGC

CTATTTTGTTGTTGTTAATTAGTACTTAAGTACGGGAGGACGGCAGTTGTGCCGTT

AACCATATGCTGATATATGCAGTACGTACGTGTGTCGTCGAACGAACTGTTAAGA

GAACATGCTAACGGTACTAGTGCCTTGCATCTGACGTAACTGGAAAACGCTGCAT

ATGCAGCCACTTCGCTTGTTGAACTCTGTCAAAAATGAGTGGTACCAGGAAGAGA

GTCGATAGATAGGTTAAAATTGTTCCGCTGTCAGATCTGACAGGGTACCGAGAGA

GGACCAGGAGGTTCGTACGCATGCAGTAGTAGTTTGGATCTTGGACGTTCTCCAC

CCGTTTATTATTACCGTACTGAACTGTCTGGCACGCCCAGAAGAAATCAATGTGC

GACAGAGTTCAACACACTGTCTCCCTTTCGTCCTCTTCTTCTCTGATCGGCTGTAC

TGCAGTTTTACTGCGTGTCATCGACTTAAACCTAATGTGTTGCGTTGCGTGCGGTT

GAATTAGTACAAACGGATCGAAATCGGTTGAAATCTCGCCTTATTTAGAATTGGA

AAACATGCTTGTTTAATTATTGGCGTGCTTATTACTACTACTAGTACTACTGACGA

GCGCATCTAATACGGCGTGCACAGGACGGCGTGTAGGTACCGGGGCAAGAACAT

CGCCTTCCACGTGAACGAAGGCTCGACCGGCTTCTGGCTGTCCCTTCTCGTCGAGT

TCGAGGACGGCGACGGCGACATCGGATCCATGCAGCTGAAGCAGGTAAAATCTC

CTCTCACTTCTCAGCTAGTAGCAGCGTGCTTGTGAGTGGATGGCCCCCTTTTTCAC

ATGTCGCTAGCTAGGGACATGGGCGAAGGTTTTCTGGAGGACGGATGGGCCAGC

ATGGGCCGCAACAACGCTTCTGTCTGTTTCCCTTTTCTGTCCTACTTACTACTAGC

AACTTTTAGGCAGCTTGCTTGCTTTGTCCACCACTGCTGCTGGGTTCTAGAATCGC

ATCGCATGCATGTCCTTAGAGAAAACAACACCACGGCTTAGCTAAAAAGGCACTT

AGACTAACTTGATACGTTTCCCAGCTTTTGCCGGCAAGCAAGAGTAGCTCTAGTA

ACATGATTCTACCACAGAGTGTAGTGTTCCCTAATCGGTAGTCATAAGCCAAGCT

AGCTTAAACTGTAACTTTGCAATTGACACCTCCCCCACTCGTGGATGCAGGCAAA

CTCGGCGCAATGGCAGGACATGCAGCACATCTGGGGCGCCACGTGGAGCCTCAC

GCCGGGCCCACTTGTCGGCCCTTTCTCTGTGAGGCTGACGACCCTGACCTCAAAG

CAGACCCTCACGGCCCAGGACGTGATCCCCAAGAACTGGACCCCCAAGGCCACA

TACACTTCCCGCCTCAACTTCGCCGCGTAGAGGTCCGCTGTGCGGAAGGACTGTT

GTGATCCCTTGTGAAATATACTAGTGTGTGGTGTGCTTGTTTTTTTGGGCCTAATC

GGTAGTCCGAGGTAGCCCTCTCCAAAAGCGGAGAGAGAGCGTGATTTGGTTCGTG

TGGGCCGCATGCTTCCTGGAGGCTGGAATGGGGGACTTCGGTGAAGAGCGGCTC

GAATCAAAAGGTGCTTGGACTTCATGGCCTGCCTACACTCTCTGTAGTACTACTA

CTTGTTCTCATTATATGATCCTGATTTTTCTTTTTTCGTTTCATTTACGGTTGCTACT

TATTATGTTTCCATTGGTACGAGAGTGGGTTATGACTTGTGTGCAGCACCAACAT

GTATTGCTCCTTCACATTATCTATTTGTTTAATGCAATGTAACAGTGCTGAAATGA

AAAAGGCCTATAAGTAGCACGTACTGTCCGAGAG 


