IDENTIFICATION

Species: Mimulus guttatus
Locus: Migut.E01272

Gene Model: Migut.E01272.1.p
Description: MgeEXPA-08
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Mguttatus v2 0
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0
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Query seq.
Superfanilies PLN00133

Name Accession Description Interval E-value
[+] PLN00193 super family 342 expansin-A; Provisional 34-263 3.78e-91
SEQUENCES

Peptide

>MgEXPA-08

MASSLLHSLCLVSFVLVTVVVGTASAAAY APPGFRASAWELAHATFYGDSGGSANM
GAACGYGNMISNGYGTNTAALSSVKFSNGYGCGQCFQLQCTNSPLCNRGAMVTITG
TNLCPPNWAQDSNNGGWCNPPRTHFDMAQPAFTKIAQYKAGIVPVLFRRVACVRSG
GIRFQFQGNGYWLLVYVMNVGGSGDVASMWVKGTKTNWISMSHNWGASY QAFAT
LGGQALSFKITSYTSHETIHHAYNVAPANWQVGMTYGASVNFR*

CDS (coding sequence)
>MgEXPA-08

ATGGCTTCTTCTTTGCTTCATTCTTTGTGCCTTGTTAGCTTCGTCTTGGTGACGGTG
GTCGTCGGAACGGCGTCTGCGGCGGCGTATGCTCCGCCGGGATTTAGAGCTAGTG
CGTGGGAACTTGCCCATGCCACGTTTTACGGCGATAGCGGCGGTTCTGCCAACAT
GGGTGCGGCATGTGGGTACGGCAACATGATAAGCAACGGTTACGGGACGAATAC
GGCGGCGTTGAGTTCAGTGAAGTTCAGCAACGGGTACGGTTGCGGGCAGTGCTTC
CAGCTCCAATGCACAAATTCGCCGCTGTGCAACAGAGGTGCTATGGTCACCATCA
CAGGCACTAATCTATGCCCACCAAATTGGGCACAGGACTCCAACAACGGCGGGT
GGTGCAACCCGCCCCGTACCCATTTCGACATGGCCCAGCCCGCTTTCACGAAGAT
TGCCCAATATAAAGCTGGTATTGTACCCGTCTTGTTCCGCAGAGTAGCATGCGTG
AGAAGCGGGGGGATCAGATTCCAGTTCCAGGGGAACGGGTACTGGCTGCTCGTA
TACGTAATGAACGTCGGAGGGAGCGGTGACGTGGCGAGCATGTGGGTGAAGGGG
ACGAAGACAAACTGGATAAGCATGAGCCATAACTGGGGAGCTTCTTACCAGGCA
TTCGCAACCCTAGGTGGACAAGCTCTCTCTTTCAAGATTACTTCTTACACTTCTCA
TGAAACTATTATTGCTTACAATGTTGCCCCTGCCAACTGGCAAGTCGGAATGACT
TACGGCGCTTCCGTCAATTTCCGCTGA

Nucleotide
>MgEXPA-08

AATTAATAAGAGAGAATACAATATGGCTTCTTCTTTGCTTCATTCTTTGTGCCTTG
TTAGCTTCGTCTTGGTGACGGTGGTCGTCGGAACGGCGTCTGCGGCGGCGTATGC
TCCGCCGGGATTTAGAGCTAGTGCGTGGGAACTTGCCCATGCCACGTTTTACGGC
GATAGCGGCGGTTCTGCCAACATGGGTATGTTATTATTTTCGATTGTAAATAACTT
[TTATTTTCTTTTCACCATTTACTCTTTTTTTTTTTTTCTTCAATTAAATGGATAACG
CGTTAAATTATGGAGCCATATTTTTATATCAGAGTGGGCTAAAAATATACAGGGT
TCCTAAGGATTTTTACCGAAAAAATAGCATAAAATAAGTAAATATTTATAAAATT




TAATTAAAATATCATAAATAAACTCTTTAAATACTAGATATATACCCAAAATATG
ATAGGTAAAATATTCCAAAACTCTTTACTAACTCCTTCCTATTTTAATTGTGGTTT
TAGGCGAGTGTACACCATATTAAAAAGAAAAAAAAATTTATGATAAATCTACGA
AAAACCTAATAAAGTTACTTAAATACCCCTCTCTTTACCTGTTTGACTTAAATACC
CTTCTCTTTAGGAGTATTAAGGGCAAAACTATAAATAAAAAAGTATAATAAACAC
GTAAATACGTGGCAAACACACGCGCGCGCGCACATACATATATATATATATAGTC
TTAAATTTAATGAAAAATACTTGGGATTACATACAACAGGTGCGGCATGTGGGTA
CGGCAACATGATAAGCAACGGTTACGGGACGAATACGGCGGCGTTGAGTTCAGT
GAAGTTCAGCAACGGGTACGGTTGCGGGCAGTGCTTCCAGCTCCAATGCACAAAT
TCGCCGCTGTGCAACAGAGGTGCTATGGTCACCATCACAGGCACTAATCTATGCC
CACCAAATTGGGCACAGGACTCCAACAACGGCGGGTGGTGCAACCCGCCCCGTA
CCCATTTCGACATGGCCCAGCCCGCTTTCACGAAGATTGCCCAATATAAAGCTGG
TATTGTACCCGTCTTGTTCCGCAGGTATTATTCTCCTATATTCTCTAGTTATTATTA
TATTATCATCTTGATCCTTTTTTTTTGGGACAAATTACGGCCAATTCTCAAGTATG
GCCAAATTACGAAAAAAAAAATCTCTTGTTTGGGTAATTACAGTCACCCCTCCCA
TTTTAAATATTTTTTACATAAAATTTACGTAATTCAGTTATTTACCGAACCCAAAG
CGTATATTCATTTCGGCGAACGGTATGAAATGTTGGCGTACGAGAAATTTCTGTT
CGGTTTTACCGATTTAACATCCCTAAATTTACATCTGGAGGGGGTATTTTCGTAAA
ATAATACATAGTTGAGGTGGGTGTAATTACCCAAACAAGAGGGTTTTTTTTTTCGT
AATTTGAACATAACTCATATGGTGGCCGTAATTTGCCCTTGTGATTATTATGAAAA
GGGTAAATATTATATTTATAAATATACCACTATATTTTTAATATTTACACGTTTTC
CGCAAACTCCTGTATCCCTATTTTTGTGACATGCCTTTTCCCAGTGTCTGTTTTCCT
TTTCCCGTATCGCCGTTTCTGTGTCATGCTACATAGTTCAAAAGTCTCTTCATTTTT
GACACATGATTAATATGTCTCAAATAACAGAGTAGCATGCGTGAGAAGCGGGGG
GATCAGATTCCAGTTCCAGGGGAACGGGTACTGGCTGCTCGTATACGTAATGAAC
GTCGGAGGGAGCGGTGACGTGGCGAGCATGTGGGTGAAGGGGACGAAGACAAA
CTGGATAAGCATGAGCCATAACTGGGGAGCTTCTTACCAGGCATTCGCAACCCTA
GGTGGACAAGCTCTCTCTTTCAAGATTACTTCTTACACTTCTCATGAAACTATTAT
TGCTTACAATGTTGCCCCTGCCAACTGGCAAGTCGGAATGACTTACGGCGCTTCC
GTCAATTTCCGCTGATTAATTCATTCATTATTATTATTTGAAATAATAATTATGAG
TTATTTGTGAGTTTAATTTGTACACGATATATTTATTATATATCCACCTCAATTAAT
CcC






