IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0005s1833

Gene Model: Anaoc.0005s1833.1.p
Description: AocEXPA-12
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9

GENE STRUCTURE

AocEXPA-12
5
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Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+] PLND0050 super family 3153 expansin A; Provisional 1-247 2.40e-147
SEQUENCES

Peptide

>A0cEXPA-12

MAFLGIFVVTILSMSNTIHGY ASGWSNAHATFYGGGDASGTMGGACGYANLYSQGY
GTNTAALSTALFNNGLTCGACFEIKCVNDNRWCLPGSIVVTATNFCPPNSALPSNAG
GWCNPPLQHFDLSQPVFQHIAHYKAGIVPVQYRRVACRKSGGIRFTINGHSYFNLVLI
TNVGGAGDVVAASIKGSRTGWQPMSRNWGQNWQSDAYLNGQALSFKVTTSDGHS
VISTNVAPPNWSFGQTFSGRQF*

CDS (coding sequence)
>A0CEXPA-12

ATGGCTTTTCTTGGTATCTTTGTGGTCACCATTCTATCTATGTCAAACACAATTCA
TGGCTATGCCAGTGGATGGTCTAATGCTCATGCTACCTTTTATGGTGGAGGCGAT
GCTTCTGGCACAATGGGAGGAGCTTGTGGGTATGCAAATCTTTACAGCCAAGGTT
ATGGCACCAATACAGCAGCATTAAGCACTGCTCTTTTCAACAATGGACTAACTTG
TGGAGCCTGTTTTGAGATCAAATGTGTAAATGACAACAGGTGGTGTCTCCCCGGC
TCCATTGTAGTCACTGCAACAAACTTCTGCCCTCCAAACAGTGCCCTTCCAAGCA
ATGCTGGAGGTTGGTGTAATCCTCCCTTGCAACATTTCGATCTTTCACAGCCTGTT
TTCCAGCACATAGCTCACTACAAAGCAGGAATAGTCCCTGTCCAGTACAGAAGGG
TTGCCTGCAGGAAGAGTGGTGGGATTAGGTTCACCATCAATGGTCACTCATACTT
CAATCTTGTCCTTATAACAAATGTTGGTGGTGCCGGTGATGTAGTGGCAGCCTCA
ATTAAAGGGTCTAGAACTGGATGGCAACCCATGTCTCGCAATTGGGGCCAAAACT
GGCAAAGCGATGCATACCTTAATGGCCAAGCCCTCTCTTTCAAGGTGACAACAAG
TGATGGCCACTCTGTTATCTCAACCAATGTGGCTCCTCCAAACTGGTCCTTTGGTC
AAACCTTCAGTGGGAGACAGTTTTAA

Nucleotide
>A0cEXPA-12

TCCCTTCACAGACATGCATCTATAAATAAAGTTGCATGCCTCAGTATCTTTCCTAC
CTCCTCTTGCACCTCATTCATACTCTATTATTACAAGTTGGCATCTTTCTTAAGCTT
TAGTCATTGTAAGCTCAGACAAACCCATCATTCTTCTTCTGTATGCTGCAGCTTTT
TACTTGACTTTGTTCAGGATTGACTTCCATTTTACTTTCTGCAGGAAATGGCTTTTC
TTGGTATCTTTGTGGTCACCATTCTATCTATGTCAAACACAATTCATGGCTATGCC
AGTGGATGGTCTAATGCTCATGCTACCTTTTATGGTGGAGGCGATGCTTCTGGCA



CAATGGGTGAGAATCAGATCCACCAAAAGTTACATTCTTTGGAATTAACTCTACT
CAGTAGTTTAATTACTCCATGATGATATTTTGTTCCAGGAGGAGCTTGTGGGTATG
CAAATCTTTACAGCCAAGGTTATGGCACCAATACAGCAGCATTAAGCACTGCTCT
TTTCAACAATGGACTAACTTGTGGAGCCTGTTTTGAGATCAAATGTGTAAATGAC
AACAGGTGGTGTCTCCCCGGCTCCATTGTAGTCACTGCAACAAACTTCTGCCCTCC
AAACAGTGCCCTTCCAAGCAATGCTGGAGGTTGGTGTAATCCTCCCTTGCAACAT
TTCGATCTTTCACAGCCTGTTTTCCAGCACATAGCTCACTACAAAGCAGGAATAG
TCCCTGTCCAGTACAGAAGGTAGGTAACCAAAACACTCCATTCTGAACCCAGAAT
CAGGCCTACAAATTTATCACATACTGAACAATGTTTTCGGCTTCCAGGGTTGCCTG
CAGGAAGAGTGGTGGGATTAGGTTCACCATCAATGGTCACTCATACTTCAATCTT
GTCCTTATAACAAATGTTGGTGGTGCCGGTGATGTAGTGGCAGCCTCAATTAAAG
GGTCTAGAACTGGATGGCAACCCATGTCTCGCAATTGGGGCCAAAACTGGCAAA
GCGATGCATACCTTAATGGCCAAGCCCTCTCTTTCAAGGTGACAACAAGTGATGG
CCACTCTGTTATCTCAACCAATGTGGCTCCTCCAAACTGGTCCTTTGGTCAAACCT
TCAGTGGGAGACAGTTTTAATCTCTCCTGAAATCTGACTAATATTGGATTTATCAG
CTCCCTTTACTAATTATAGATGTTAAATTTAGTGTAAAGTTTCAATGCAATGAAAA
TAGTGTCCCCACAGGACCTTCTAGTTCTACAGATGGCCCCGAATACATTTTTTATG
CTATCACATAGTAGTATTATAATACCAACAAGGGTTGGTCCAGAGATGGTCTCTG
CCAGACCAATCTCGGAATTAGAATTATTCTGATGACTCATGGAGCAAGATAAAAA
GAGATTGTGTAATTGTAATAAGCTTCAAGCTTGTGGCTTGGATTTGCTTTTATCTT
GGCATATTTATGGAACAAGTTTGGAATTATTAAATGGCAATGTATTTTTATCTTAG
TCCA





