
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0102s0007 

Gene Model: Sphfalx0102s0007.1.p 

Description: SfEXPB-04 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPB-04 

MLDEVRLLLVLGVASLVLLPSCTFGQLSTILLAKNGYDIDWQYGHATWYGDPYGDG

SDGGACGYTALENTPYGSKIAAGSSAVFMNGQGCGTCYDVKCTYSICKSEPTRIVITD

FCPGGIYCSTGAVAFDLSGSAINSLAVPGQEWAMRNIGTYSIQYMRVPCEYGGQNVA

FAVDAGSSPYWLSFAVKYEGGPGDIQSVMIRRSGSYEWEPMQHNWGASWMLIDYS

GQPFKGPFDVQIIAKLNGHSLIAWNAIPDYFQPGATYNSTVQFLY* 

CDS (coding sequence) 

>SfEXPB-04 

ATGCTTGATGAAGTGCGTCTTCTGTTAGTGCTGGGTGTGGCGAGTCTAGTTCTGCT

CCCCTCTTGTACGTTCGGCCAGTTGAGTACCATTCTTCTAGCGAAGAATGGGTAC

GACATCGATTGGCAGTATGGGCATGCGACTTGGTATGGAGATCCTTATGGAGACG

GCTCAGACGGAGGCGCTTGTGGGTATACCGCCCTGGAGAACACGCCTTATGGCTC

CAAGATTGCGGCTGGAAGTTCAGCAGTTTTCATGAATGGTCAAGGCTGCGGTACT

TGTTACGACGTCAAATGCACATACTCAATCTGCAAGTCAGAGCCGACCAGGATAG

TCATCACAGATTTTTGTCCCGGTGGCATCTACTGCAGCACCGGCGCAGTTGCATTC

GATCTCAGCGGCAGTGCCATCAACAGCTTGGCAGTGCCGGGTCAGGAGTGGGCT

ATGCGCAACATCGGCACATACAGCATTCAATACATGAGGGTCCCATGTGAATATG

GAGGACAAAACGTTGCCTTTGCGGTGGATGCAGGCTCTAGTCCCTACTGGCTGTC

GTTCGCCGTCAAATACGAGGGAGGTCCAGGCGACATTCAATCTGTCATGATCCGA

CGGTCTGGTAGCTACGAGTGGGAGCCAATGCAACACAACTGGGGTGCGAGTTGG

ATGTTGATCGACTACTCCGGACAACCTTTCAAAGGTCCTTTCGACGTTCAGATCAT

TGCCAAGCTCAATGGCCATTCTCTCATCGCATGGAATGCAATTCCAGATTACTTCC

AACCCGGAGCAACCTACAATTCAACTGTGCAGTTCCTATATTAA 

Nucleotide 

>SfEXPB-04 

ATGCTTGATGAAGTGCGTCTTCTGTTAGTGCTGGGTGTGGCGAGTCTAGTTCTGCT

CCCCTCTTGTACGTTCGGCCAGTTGAGTACCATTCTTCTAGCGAAGAATGGGTAC

GACATCGATTGGCAGTATGGGCATGCGACTTGGTATGGAGATCCTTATGGAGACG

GCTCAGACGGTGAGTACTTTTTGATCTGCGATTTCAGATACTTCTTAATGTTAGTG



CGCTAGAAAAAGCGTGCGGAGTCTACTGCGGAAGTAGTCCTTGTAGAAGGAAGA

TTGAATAGTTCTCAGACCTTATATGGATTTGGAGATCACCGACTAATGGGTGACT

CAAGCTGCCCTCGAAGCAACACTTTCAGTAACACTAGAAGTAGTGACTGGCGAAC

CAATCATGTCGAGGATTAGTGCTGAGACTGAAGAGTTCCAAGTGCAATATTCTAG

TAGCCCAAGTCGTGGACTGCTTACGGGGCGCATGCATAACGCGAGAGCCTTACAT

CGATCATTCTAGCATCCAGGATGGGATTTTGAAGCCGTTTTCTAGAATTGAACAT

ATATGTTCATGGCAGGCAGAAAATCAGTGACCAAATTGTGCTGTTGCTAGTTCGG

GATCCGCTTGGACTCTAGCTGAATCATTTGTTGGAATCATTGTGCAGGAGGCGCT

TGTGGGTATACCGCCCTGGAGAACACGCCTTATGGCTCCAAGATTGCGGCTGGAA

GTTCAGCAGTTTTCATGAATGGTCAAGGCTGCGGTACTTGTTACGACGTACTGAT

CAGCAGCATATTACCTTACTTTTGCAAATCCATGGAGTTACAATATTATTGCATGC

CTTAATGTGATTGAAGCAGTGGAAGAAGTGTTCTGACACCCATGCTGATCTAAGA

ATGTTCTAAATGTTATGTAAATGCAGGTCAAATGCACATACTCAATCTGCAAGTC

AGAGCCGACCAGGATAGTCATCACAGATTTTTGTCCCGGTGGCATCTACTGCAGC

ACCGGCGCAGTTGCATTCGATCTCAGCGGCAGTGCCATCAACAGCTTGGCAGTGC

CGGGTCAGGAGTGGGCTATGCGCAACATCGGCACATACAGCATTCAATACATGA

GGTATGAACTAGGACGTAGGTAGCAGCACTCAAAATACTCCTCAGTTGACCGCAC

CGCCGTTCCATTTACCTTTCAAGTTTTTTTGCCAGCCAGTTCAAGACTAACGGTCT

CTTGCAACCTAATGGAAAGCTCCTGATATAGGGCTTTATTTCGTGCTGCAATCATA

AGTCGCTGTCCATCGGAGAGGTGCAAGTGCCTTGAAATCCAATATGTAGTTCAAT

CATGTTAGGAACTCTATGAACACATGTACTGATGAACATAAAAGAGAGAGATGT

CATTTCATGGTGAAGCCACAGTTCGAGTCATCACAGCTCCTGCAATTGGTGAATG

CTCGACCGGTAGAGCTGTGAAATGACTATGAGCACAGCTATCTAGTTGGAAAAAC

GTAATGAAAAGCGGATGTGATCAAAGAATCTGTGATCACAGCAGCCCAATTGAA

AGATGTCCTAGCTAGTCATTTGAGATGCAAGGAGCTCGCTACAAGGTGAATGTGA

TTTACTCTCACGACACCACCGTACTTAACGATCCGACGTTATATGCTGGCGCAGG

GTCCCATGTGAATATGGAGGACAAAACGTTGCCTTTGCGGTGGATGCAGGCTCTA

GTCCCTACTGGCTGTCGTTCGCCGTCAAATACGAGGGAGGTCCAGGCGACATTCA

ATCTGTCATGATCCGACGGGTAAGTAACGAACAAACACCGGGGACAACCCCAAG

GAAGTCTCCATTGCAATTTGTTTGCAAATGTTTTCTATGAAAAGCTTGAAATTCAT

ATGTGACGATGACTTCGATTTTGACAATCCTGGTTGCCGGTTGGTTGGGATCATGC

GCATGTGTGTGTAGTCTGGTAGCTACGAGTGGGAGCCAATGCAACACAACTGGG

GTGCGAGTTGGATGTTGATCGACTACTCCGGACAACCTTTCAAAGGTCCTTTCGA

CGTTCAGATCATTGCCAAGCTCAATGGCCATTCTCTCATCGCATGGAATGCAATTC

CAGATTACTTCCAACCCGGAGCAACCTACAATTCAACTGTGCAGTTCCTATATTA

A 


