IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0274s0039

Gene Model: Kalax.0274s0039.1.p
Description: KIEXPA-35

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-35
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq.

Superfanilies PLNO0OS0O

+ Name Accession Description Interval E-value
[+] PLND0050 super family 31535 expansin A; Provisional 35-264 1.84e-110
SEQUENCES

Peptide

>KIEXPA-35

MDVSTRPPLFIIACLTLLFSVVSISQARVPGVYSGGPWQRAHATFYGENDASGTMGG
ACGYGNLYDSGYGLNTAALSTVLFNDGFSCGACFEIKCVNEPKWAWCFPGSPSIFITA
TNLCPPNWSIPSDNGGWCNPPRPHFDLSVPMFTKLAQYKAGIVPINYRRVPCKKQGG
MRFTMNGNPWFENIVLITNVAGAGNIISVRIKGSNTVWIKMQKNWGQNWQCGVTLV
GQSVSFRVKTSDHRTSTTLNAVPANWQFGQSFTGRNFKI*

CDS (coding sequence)
>KIEXPA-35

ATGGATGTCAGCACTAGACCTCCTCTCTTTATTATTGCATGTCTGACGCTGCTATT
TTCAGTAGTGTCCATCTCCCAAGCCAGAGTACCCGGCGTCTACAGCGGLCGGLCCC
TGGCAGAGAGCCCACGCCACTTTCTACGGCGAGAACGACGCCAGTGGAACCATG
GGAGGAGCGTGTGGCTACGGGAACCTGTACGACAGCGGGTACGGCCTGAACACG
GCTGCACTGAGCACGGTCTTGTTCAACGACGGCTTCAGCTGCGGCGCTTGCTTTG
AGATCAAGTGTGTCAACGAGCCTAAGTGGGCGTGGTGCTTCCCAGGAAGTCCTTC
CATCTTCATCACAGCCACCAACCTCTGCCCCCCCAACTGGTCCATCCCCAGCGAC
AACGGCGGCTGGTGCAACCCTCCACGCCCCCACTTCGACCTCTCCGTGCCCATGT
TCACCAAACTCGCCCAGTACAAAGCCGGCATTGTCCCCATCAACTACCGCCGGGT
GCCTTGCAAGAAGCAGGGAGGAATGAGGTTCACGATGAACGGCAACCCGTGGTT
CAACATCGTACTGATAACCAACGTGGCCGGCGCAGGGAACATAATCAGCGTGAG
AATCAAGGGATCCAACACTGTGTGGATCAAGATGCAGAAGAACTGGGGGCAGAA
CTGGCAGTGTGGTGTAACTCTAGTAGGACAGTCGGTCTCCTTCAGAGTGAAAACC
AGTGACCACAGGACCTCCACTACTTTGAATGCCGTGCCCGCTAACTGGCAGTTCG
GCCAGTCATTCACCGGAAGGAACTTCAAGATCTGA

Nucleotide
>KIEXPA-35

ATGGATGTCAGCACTAGACCTCCTCTCTTTATTATTGCATGTCTGACGCTGCTATT
TTCAGTAGTGTCCATCTCCCAAGCCAGAGTACCCGGCGTCTACAGCGGLGGLCCCC
TGGCAGAGAGCCCACGCCACTTTCTACGGCGAGAACGACGCCAGTGGAACCATG
GGTACCACCTCATCCATTGTCACTCAATCATCAAATCCATTTTTTCTTTTGGTTTTT
TGAATTTTGGTTGCACCAGGAGGAGCGTGTGGCTACGGGAACCTGTACGACAGCG




GGTACGGCCTGAACACGGCTGCACTGAGCACGGTCTTGTTCAACGACGGCTTCAG
CTGCGGCGCTTGCTTTGAGATCAAGTGTGTCAACGAGCCTAAGTGGGCGTGGTGC
TTCCCAGGAAGTCCTTCCATCTTCATCACAGCCACCAACCTCTGCCCCCCCAACTG
GTCCATCCCCAGCGACAACGGCGGCTGGTGCAACCCTCCACGCCCCCACTTCGAC
CTCTCCGTGCCCATGTTCACCAAACTCGCCCAGTACAAAGCCGGCATTGTCCCCA
TCAACTACCGCCGGTAATACCTTCCCTCTTCTCCGTGCTCTACTTACAACCAAATG
AGTATTTAGCCCTCGGTCACAAAACCATACCCAAAGCGACAACTCAATAGTAAAT
TCTTAGTAAATCGTCTTTTAAGTGTTGGGATTGAATGGTAAATTAATCACATTTGT
GTATTTGTGGACGTTAATATTTCAGCGTCAATAGGGACATGGAGGTAATTTGACA
TCATAAAGGAGAAGTACGTAGCGACCGTCCGTCGGTGCTTTCAGCATTTTGCATT
TTGTAATTGTATTTGTATCACTTAGATCTGCATCATCATCACTCCTGCTAAATATTT
TATTTGTTTTCCAACTGTTGTGGGCTGCAGGGTGCCTTGCAAGAAGCAGGGAGGA
ATGAGGTTCACGATGAACGGCAACCCGTGGTTCAACATCGTACTGATAACCAACG
TGGCCGGCGCAGGGAACATAATCAGCGTGAGAATCAAGGGATCCAACACTGTGT
GGATCAAGATGCAGAAGAACTGGGGGCAGAACTGGCAGTGTGGTGTAACTCTAG
TAGGACAGTCGGTCTCCTTCAGAGTGAAAACCAGTGACCACAGGACCTCCACTAC
TTTGAATGCCGTGCCCGCTAACTGGCAGTTCGGCCAGTCATTCACCGGAAGGAAC
TTCAAGATCTGA





