
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0011s0210 

Gene Model: Sphfalx0011s0210.1.p 

Description: SfEXPA-10 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPA-10 

MMSTSSTTTPQVLLLQPAALVGFVAALLWFVSGSVVIAAADLGSGGSSFDDSALEAI

DNFVVGGGFATVSNVTTTNSTIPSSPSDGASVPAASPANDQSSTASEKEQFSSTSSSSP

TSSPTSDENHDSSDDAPVDNGREFRLNAYNEYEKAAEEFVRSSSSTYNNPGTGETEG

VSLGASASVVWSRGTATFYGGADASGTMGGACGYGNLYATGYGTATAALSTALFN

NGAMCGACYQLMCSGSPWCIPGAISVTATNFCPPNWAQASNNGGWCNPPRPHFDLA

EPIFLRIGHYKAGIIPVVYRRINCVKAGGIRFTINGNPFFNLVTITNVGGSGIVVAVRMR

GDHTAWYPMARNWGQNWQCSWKLVGQGIWFMVTTSDGRVTTSRVANANWRFGQ

TFEGAQVR* 

CDS (coding sequence) 

>SfEXPA-10 

ATGATGTCGACGTCGAGTACTACTACCCCTCAGGTGCTTCTTCTTCAGCCCGCGGC

GCTAGTGGGATTTGTGGCTGCACTGTTGTGGTTTGTGAGCGGATCAGTAGTAATA

GCAGCAGCAGACTTGGGTTCCGGAGGATCAAGCTTCGATGATTCAGCGTTGGAGG

CGATCGACAACTTCGTGGTTGGAGGTGGATTTGCGACTGTGAGCAATGTGACGAC

GACTAATAGCACGATCCCTTCATCACCATCGGATGGTGCTTCCGTGCCTGCAGCT

AGCCCGGCAAACGATCAATCATCGACAGCTAGTGAGAAGGAGCAATTCTCATCG

ACATCTTCTTCTTCTCCGACGTCGTCACCCACTAGTGATGAAAATCATGATAGCAG

CGATGATGCGCCAGTAGATAACGGTCGAGAATTCAGATTGAATGCGTACAACGA

GTACGAGAAAGCGGCTGAAGAGTTTGTGCGGTCTAGCTCCAGCACGTACAACAA

TCCTGGGACCGGAGAAACTGAAGGCGTCAGTCTTGGAGCGTCCGCATCTGTGGTA

TGGTCTCGTGGAACTGCAACTTTCTACGGTGGTGCTGATGCTTCCGGCACTATGG

GTGGAGCTTGCGGATATGGGAACCTGTACGCTACAGGCTACGGGACAGCTACCG

CCGCATTGAGCACGGCATTGTTCAACAACGGAGCAATGTGCGGAGCCTGCTACCA

ACTCATGTGCTCCGGATCTCCCTGGTGTATTCCCGGAGCAATAAGTGTGACGGCG

ACCAACTTCTGCCCACCCAACTGGGCTCAAGCTTCCAACAACGGCGGATGGTGCA

ACCCACCCAGGCCGCACTTCGACTTGGCAGAACCCATTTTCTTGAGAATTGGGCA

CTATAAAGCAGGCATCATTCCCGTTGTATATCGCAGGATCAATTGTGTCAAGGCA

GGAGGAATCCGGTTCACCATCAACGGGAACCCGTTTTTCAACCTGGTGACGATCA

CCAACGTGGGTGGATCTGGAATCGTGGTGGCGGTGAGGATGAGAGGGGATCACA

CAGCTTGGTACCCCATGGCAAGGAACTGGGGACAGAACTGGCAGTGTAGTTGGA



AGCTCGTGGGGCAAGGCATTTGGTTCATGGTCACCACAAGCGATGGCAGAGTCAC

AACATCTCGTGTTGCAAATGCAAACTGGAGATTCGGCCAGACCTTCGAAGGTGCA

CAGGTCCGCTAA 

Nucleotide 

>SfEXPA-10 

GATTGTACGTACGTACCCATTTCTTCTTCTTCGTCTAGTTCCTCGTAATCTCCCTAG

ACTGGCTTCTTCACTCGCAAGCTTGCGAGGTAGAACTAGCGCGTGGTCTTCTCTTC

TTCATCACTCGTCGTCCCTGCAATGTAAGAGCTCAGTCCATGCAACATTATTCAAA

CTCTCTCACGTTGAAGCTGTTCTCATTTTCATGCACTACTGTAATAATAGAAACTT

GAATTCGAATCTCGCCCATCTTGTCGTCAATCCCCGAAGTCGAAAAGAAGACGGA

AAAATCCAATGCAGCATGCACTGTGGGAGAGCAGCTGATCAGATCTTCTTCAATG

TCAAATCCAATCCGAAGTTTTCATAGAACCTACATGCAAGAAGGATTCAATCTAG

TGTGTTGTTCTTTATGCTTGAACGTTCAAGGAGTTGAATTCTGGAAATGGGTGGG

AGCTGATGGATGTATTGATTCTTTCTTTGATGTGTGCTGTGCCGCGTGATGATCAG

GATGTCGACGTCGAGTACTACTACCCCTCAGGTGCTTCTTCTTCAGCCCGCGGCGC

TAGTGGGATTTGTGGCTGCACTGTTGTGGTTTGTGAGCGGATCAGTAGTAATAGC

AGCAGCAGACTTGGGTTCCGGAGGATCAAGCTTCGATGATTCAGCGTTGGAGGCG

ATCGACAACTTCGTGGTTGGAGGTGGATTTGCGACTGTGAGCAATGTGACGACGA

CTAATAGCACGATCCCTTCATCACCATCGGATGGTGCTTCCGTGCCTGCAGCTAG

CCCGGCAAACGATCAATCATCGACAGCTAGTGAGAAGGAGCAATTCTCATCGAC

ATCTTCTTCTTCTCCGACGTCGTCACCCACTAGTGATGAAAATCATGATAGCAGCG

ATGATGCGCCAGTAGATAACGGTCGAGAATTCAGATTGAATGCGTACAACGAGT

ACGAGAAAGCGGCTGAAGAGTTTGTGCGGTCTAGCTCCAGCACGTACAACAATC

CTGGGACCGGAGAAACTGAAGGCGTCAGTCTTGGAGCGTCCGCATCTGTGGTATG

GTCTCGTGGAACTGCAACTTTCTACGGTGGTGCTGATGCTTCCGGCACTATGGGT

ATGGGTTTTCCTCCTCTCTGGTTCACGGATCTTCTGTAGTTTGTGCGCGAGATCTC

TGAGAGGATCTGCAGAGGATCTTCCGCTGTTAGTTTGTTTCTGAACTCAGGATCTG

TTTGTTCATTCGAGACGTATGCTGATAAACCTGTGCAGGTGGAGCTTGCGGATAT

GGGAACCTGTACGCTACAGGCTACGGGACAGCTACCGCCGCATTGAGCACGGCA

TTGTTCAACAACGGAGCAATGTGCGGAGCCTGCTACCAACTCATGTGCTCCGGAT

CTCCCTGGTGTATTCCCGGAGCAATAAGTGTGACGGCGACCAACTTCTGCCCACC

CAACTGGGCTCAAGCTTCCAACAACGGCGGATGGTGCAACCCACCCAGGCCGCA

CTTCGACTTGGCAGAACCCATTTTCTTGAGAATTGGGCACTATAAAGCAGGCATC

ATTCCCGTTGTATATCGCAGGTAACAAAACCAGTTGCAGCAGCTCGCCTCAAACC

CTAAATTTCCCATGATCTTCTGTATCCGGCTTGCTTGCTGCAATGTCTACCAGCTA

CAATGTTAGAAGCAATCATGTTTTGGATATTTCAAATCCTCCTTGTTCTTTCTCTCT

GGCTGGAGTTTCTCATCCTAGACTGGTAGTTCTCATGCTCTGGTTGCAATCTTCCG

GGCTTCTTGTTGTCCAGGATCAATTGTGTCAAGGCAGGAGGAATCCGGTTCACCA

TCAACGGGAACCCGTTTTTCAACCTGGTGACGATCACCAACGTGGGTGGATCTGG

AATCGTGGTGGCGGTGAGGATGAGAGGGGATCACACAGCTTGGTACCCCATGGC

AAGGAACTGGGGACAGAACTGGCAGTGTAGTTGGAAGCTCGTGGGGCAAGGCAT

TTGGTTCATGGTCACCACAAGCGATGGCAGAGTCACAACATCTCGTGTTGCAAAT

GCAAACTGGAGATTCGGCCAGACCTTCGAAGGTGCACAGGTCCGCTAATAAAAA

CCACCTGAAAAGAAAACCAACCAACCCACCCACCACCACCGCCAGTCACCTAGT

CGGAGCTCCAAAATTCTCTCTGGAAAAAACCCAATTCTAGGCATCATCGATAGAT



CCAGTTTTCTTCCAGGAGCTCCATGACTATCAGTCTCACAACACAAAAAGTTTCTT

GGACCTCTCAGCAGCAGCAGCAAAAAGGGTTCTTCAGGTCCGTTTGATACACAAC

ATTCTATTTAGGGATTGGTGCTCATCAAAAGGCAGGCGAAGCTCACAAGGCTCTT

TTTATTAGGGTTTTGAGCTTCATGTTTTTTGATGCTTTCCTTTTACTAGTTGGGTGC

AATTTGCAAGTGTG 


