IDENTIFICATION

Species: Eutrema salsugineum
Locus: Thhalv10002071m

Gene Model: Thhalv10002071m
Description: ESEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Esalsugineum_v1 0
KEGG: https://www.genome.jp/entry/T02985
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Specific hits

List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 42-166 4.168-65
[+] Pollen_allerg_1 plam01357 Pollen allergen: This family contains allergens lol PI, PIl and Piil from Lolium perenne 174-250 1.15e-28

MQLLPAILTTLCLVFFLQLLRGGGASASVPTRSTRRVAAPHWLPATATWYGSPEGDG
SSGGACGYGSLVDVKPLKARVGAVSPVLFKSGEGCGACYKVRCLDKTICSKRPVTII
VTDQSPSGPSARANHTHFDLSGAAFGHLAIPGHSRLIRNRGLISLLYRRTACKYRGKNI
AFHVNAGSTAYWLSLLIEYEDGEGDIGSMHIRQAGSKDWIPMKHIWGANWCIVGGP
LKGPLSVKLTTLSNHKTLSATDVIPKNWVPKATYTSRLNFSPVL*

CDS (coding sequence)
>ESEXPB-02

ATGCAGCTCCTTCCGGCCATCCTAACGACTCTCTGCCTCGTCTTCTTCTTGCAGCT
GCTTCGAGGAGGAGGCGCCTCTGCCTCCGTCCCTACTCGCTCTACTCGCCGCGTG
GCAGCCCCTCATTGGCTCCCCGCCACCGCCACCTGGTACGGAAGTCCCGAGGGAG
ACGGCAGCAGCGGAGGAGCGTGCGGGTACGGGTCGCTGGTGGACGTGAAGCCGT
TGAAGGCAAGAGTGGGAGCGGTGAGTCCGGTGCTGTTCAAGAGCGGCGAAGGAT
GCGGCGCTTGCTACAAGGTCAGGTGCCTCGACAAGACCATCTGCTCCAAGAGACC
CGTCACCATCATCGTCACCGACCAGTCTCCTTCTGGACCATCCGCTCGTGCCAACC
ACACTCACTTCGACCTCAGCGGCGCCGCCTTTGGTCATTTGGCTATTCCCGGCCAT
TCCCGCCTCATCCGCAACCGCGGCCTCATCTCCCTCCTCTACCGCCGGACTGCATG
CAAATACAGAGGGAAGAACATAGCGTTCCATGTGAACGCAGGATCAACTGCTTA
TTGGTTATCTCTTCTCATCGAGTATGAAGACGGAGAAGGTGACATTGGCTCTATG
CACATTCGTCAGGCAGGCTCCAAGGACTGGATACCCATGAAGCACATTTGGGGA
GCCAACTGGTGCATCGTCGGAGGTCCTCTCAAGGGACCGTTATCAGTCAAGCTCA
CCACTCTGTCCAATCACAAAACGCTCTCCGCCACCGACGTCATCCCCAAAAACTG
GGTCCCCAAAGCTACTTACACCTCCCGCCTCAACTTCTCCCCTGTCCTCTAA

Nucleotide
>ESEXPB-02

TTTTCTTCAATTTGATTTTTTTGGTCGGGATAGGTATCGCCGGTGGAAATGCAGCT
CCTTCCGGCCATCCTAACGACTCTCTGCCTCGTCTTCTTCTTGCAGCTGCTTCGAG
GAGGAGGCGCCTCTGCCTCCGTCCCTACTCGCTCTACTCGCCGCGTGGCAGCCCC
TCATTGGCTCCCCGCCACCGCCACCTGGTACGGAAGTCCCGAGGGAGACGGCAGC
AGCGGTAAAATTGATTAAGACACAACTGATAAAATTAAGAAAGAGTTATATATA
TATATAGGCAAATTTGTTTTATTTCGAAATAATAATGCAGGAGGAGCGTGCGGGT




ACGGGTCGCTGGTGGACGTGAAGCCGTTGAAGGCAAGAGTGGGAGCGGTGAGTC
CGGTGCTGTTCAAGAGCGGCGAAGGATGCGGCGCTTGCTACAAGGTCAGGTGCCT
CGACAAGACCATCTGCTCCAAGAGACCCGTCACCATCATCGTCACCGACCAGTCT
CCTTCTGGACCATCCGCTCGTGCCAACCACACTCACTTCGACCTCAGCGGLCGLCG
CCTTTGGTCATTTGGCTATTCCCGGCCATTCCCGCCTCATCCGCAACCGCGGCCTC

ATCTCCCTCCTCTACCGCCGGTACGTTGCCTTCTTTTTCTTTTCTTTTTTITTITTTTGG
TCTTAATTTGCGCTAAAATATAACCAACAACAACTTATCCATCATTGCTAATGAGT
CCATCGATCATATTCTGTGCATTGGGAGGAGTAAACATATAATTTTTAACTTTAAC

GGCGTTCTTGTTTTCGATGGTCCCATAGTTTGACCGTTGACTAAATATCACTACAT
GACACACCCTCTCCATCTCTGACACACAATTGTCGTCTGTCTGTCGATTAATTTAT
GATATTTGCTAAATTTGGTTTTGTACCAAAAACAGGACTGCATGCAAATACAGAG
GGAAGAACATAGCGTTCCATGTGAACGCAGGATCAACTGCTTATTGGTTATCTCT
TCTCATCGAGTATGAAGACGGAGAAGGTGACATTGGCTCTATGCACATTCGTCAG
GCAGGCTCCAAGGACTGGATACCCATGAAGCACATTTGGGGAGCCAACTGGTGC
ATCGTCGGAGGTCCTCTCAAGGGACCGTTATCAGTCAAGCTCACCACTCTGTCCA
ATCACAAAACGCTCTCCGCCACCGACGTCATCCCCAAAAACTGGGTCCCCAAAGC
TACTTACACCTCCCGCCTCAACTTCTCCCCTGTCCTCTAA





