IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.001G151500

Gene Model: Potri.001G151500.3.p
Description: PtEXLB-03

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1
https://www.genome.jp/entry/gn:T01077
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Legend:
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DOMAIN ARCHITECTURE

ery seq.
specific hits
Superfanilies PLN03023 superfamily

Name Accession Description Interval E-value
[+] PLNO3023 PLN03023 Expansin-like B1; Provisional 6-258 3.54e-176
SEQUENCES

Peptide

>PtEXLB-03

MIIMGFALKYGYSILCVVAVALLPAISHSQDYTCSRATYFGSPDCLGTPSKYKSGACG
FGGYGRTVNDANVAGVSRLFKNGTGCGGCYQVRCKASNLCSDDGVNVVVTDYGE
GDKTDFILSTRAYARMARPNMALELFAYGVVDVEFRRIPCRYNGYNLMFKVHEHSR
FPEYLAIVLLYQAGQNEILAVELRQEDCKEWRGMRRAYGAVWDIPNPPKGAISLKLQ
VCGSAGVTWVQADNVLPSDWKAGVAYDSAIQLP*

CDS (coding sequence)
>PtEXLB-03

ATGATAATTATGGGGTTTGCGCTTAAATATGGTTATTCCATTCTTTGTGTCGTGGC
AGTGGCACTACTGCCTGCAATAAGTCACTCCCAAGACTACACATGCTCAAGAGCA
ACTTATTTTGGGAGCCCTGATTGCTTAGGGACCCCAAGTAAGTATAAATCTGGAG
CTTGCGGGTTTGGAGGATATGGAAGGACGGTCAATGACGCTAATGTAGCTGGTGT
TTCAAGACTCTTCAAGAATGGTACTGGCTGTGGTGGTTGCTATCAGGTGAGATGC
AAAGCTTCAAACCTTTGCTCTGATGATGGGGTGAACGTAGTGGTTACTGACTATG
GTGAAGGAGACAAAACTGACTTCATCCTCAGCACACGTGCATACGCAAGAATGG
CACGTCCAAACATGGCCCTAGAGCTGTTCGCATATGGTGTTGTTGATGTAGAATT
CAGGAGGATCCCTTGCCGCTACAATGGTTATAATCTCATGTTCAAGGTCCATGAA
CACAGCAGGTTTCCTGAGTACTTGGCCATAGTTCTTCTGTACCAAGCTGGCCAAA
ATGAGATTTTGGCTGTGGAATTACGGCAGGAGGATTGCAAGGAATGGAGAGGCA
TGAGAAGAGCCTATGGGGCAGTGTGGGATATACCTAATCCACCAAAGGGTGCCA
TTAGCTTGAAGCTCCAGGTCTGTGGCAGCGCAGGGGTGACATGGGTCCAAGCAG
ATAATGTTTTACCAAGTGATTGGAAGGCTGGGGTTGCTTATGACTCTGCCATTCA
GCTTCCTTGA

Nucleotide
>PtEXLB-03

ATCCATTTTCTTATTTCTCTTATTATACTCTCTCTCAACTAGTTACCTTTACTTGATT
ATACAAGTGTGGCAGTGTGATGATAATTATGGGGTTTGCGCTTAAATATGGTTAT
TCCATTCTTTGTGTCGTGGCAGTGGCACTACTGCCTGCAATAAGTCACTCCCAAGA
CTACACATGCTCAAGAGCAACTTATTTTGGGAGCCCTGATTGCTTAGGGACCCCA



AGTAAGTATAAATGTGTGTGTGTCGAGATCTCCTATTTATTCAGAGTTCATAATTA
TATTGTTTATCTAGTTATGCAAATGTAAATATTTGTAAGAGGACTACTGCTGTGTA
AGCTTAATTAACAACATATATGTTTTGCATGAAACAAGTACTGAAATGCATGCAT
GTAAATGTTAATGCAGCTGGAGCTTGCGGGTTTGGAGGATATGGAAGGACGGTC
AATGACGCTAATGTAGCTGGTGTTTCAAGACTCTTCAAGAATGGTACTGGCTGTG
GTGGTTGCTATCAGGTACTTGAATTCAAGGCACTTAATTATCAGTATTGAAAGTA
ATTAACTGTTACTTTCAGGGTAATAAACAAATGTGTTTAACTATTGATATATAATG
CTGGTTTACATATCGTTGATTGATAACAATTTCAGGTGAGATGCAAAGCTTCAAA
CCTTTGCTCTGATGATGGGGTGAACGTAGTGGTTACTGACTATGGTGAAGGAGAC
AAAACTGACTTCATCCTCAGCACACGTGCATACGCAAGAATGGCACGTCCAAACA
TGGCCCTAGAGCTGTTCGCATATGGTGTTGTTGATGTAGAATTCAGGAGGATCCC
TTGCCGCTACAATGGTTATAATCTCATGTTCAAGGTCCATGAACACAGCAGGTTT
CCTGAGTACTTGGCCATAGTTCTTCTGTACCAAGCTGGCCAAAATGAGATTTTGG
CTGTGGAATTACGGCAGGTACGTTTTGATTTCTTCTTCTGATATTCTTTTTTTACCT
TTAATATACAGGAACTAGCATGTGAGAACTTGACGTGATGTCTTTAATTTAATTA
CATGCAGGAGGATTGCAAGGAATGGAGAGGCATGAGAAGAGCCTATGGGGCAGT
GTGGGATATACCTAATCCACCAAAGGGTGCCATTAGCTTGAAGCTCCAGGTCTGT
GGCAGCGCAGGGGTGACATGGGTCCAAGCAGATAATGTTTTACCAAGTGATTGG
AAGGCTGGGGTTGCTTATGACTCTGCCATTCAGCTTCCTTGAAGATTGAAGGACT
AAGTCATTAGTTTGCAGCTAGTCGGACATAAAGAAGCCGCTAGTTTGTTGTTTAA
TTTCTGCTTAGTTTGTTTGCCTTCGGTTATTATGTATTTTGTAATCCAGCAATTTCT
CTTTGCTGTGAACAATAAAAATTGGGTTTCTGTACTTCGTATTGGTAAGGATATAT
ATCCGTTTATTGGGATCTTCTGATAGTCTTGATCACTA






