IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol005114

Gene Model: Bol005114
Description: BolEXPA-15
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm
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Legend:
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Superfanilies PLNOOOS0

Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisional 15-258 1.57e-127
SEQUENCES

Peptide

>BolEXPA-15

MSIHITSNSKYSMISILSIFSLLFSLQGTHGDY GGWQSGHATFYGGGDASGTMCGACGY
GNLYSQGYGTNTAALSTALFNNGLTCGACYEMKCNDDPRWCLGSTITVTATNFCPP
NLGLSNDNGGWCNPPLQHFDLAEPAFLQIAQYRAGILPVSFRRVPCMKKGGIRFTING
HSYFNLVLISNVGGAGDVHAASISGSKTGSWQAMSRNWGQNWQSNSY LNGQSLSFQ
VTTSDGRTVVSNNVAPPNWQFGQTFQGGQF*

CDS (coding sequence)
>BolEXPA-15

ATGTCTATTATAACATCAAACTCCAAATATTCTATGATCTCAATATTATCCATATT
CAGTTTATTATTCTCCCTTCAAGGAACTCATGGAGACTACGGAGGTTGGCAAAGT
GGTCACGCCACGTTCTACGGTGGCGGAGACGCTTCCGGCACCATGTGTGGAGCTT
GTGGCTATGGGAATCTGTATAGCCAAGGTTACGGGACGAACACCGCGGCTTTAAG
TACGGCTCTGTTCAACAACGGACTCACATGCGGTGCGTGCTACGAGATGAAGTGC
AACGATGACCCGCGATGGTGTCTCGGTTCCACTATCACCGTCACGGCTACAAACT
TTTGTCCACCGAACTTGGGTCTCTCCAACGACAACGGTGGGTGGTGCAATCCTCC
TCTTCAACATTTCGACCTAGCCGAGCCAGCTTTTCTCCAAATCGCTCAGTATCGTG
CAGGCATTCTCCCTGTCTCTTTCCGAAGAGTACCGTGTATGAAGAAAGGAGGGAT
AAGGTTTACGATCAACGGACACTCGTACTTCAACCTTGTTCTGATCTCGAACGTA
GGAGGAGCAGGAGACGTCCATGCCGCCTCGATCAGTGGCTCAAAAACAGGCTCC
TGGCAAGCAATGTCTAGAAACTGGGGCCAAAACTGGCAGAGCAATTCTTACCTCA
ACGGTCAGAGCCTCTCGTTCCAGGTCACCACCAGCGATGGTCGGACCGTCGTTAG
CAATAACGTGGCTCCTCCTAATTGGCAGTTCGGACAAACCTTCCAAGGCGGTCAG
TTCTGA

Nucleotide
>BolEXPA-15

ATGTCTATTATAACATCAAACTCCAAATATTCTATGATCTCAATATTATCCATATT
CAGTTTATTATTCTCCCTTCAAGGAACTCATGGAGACTACGGAGGTTGGCAAAGT
GGTCACGCCACGTTCTACGGTGGCGGAGACGCTTCCGGCACCATGTGTATGACCA
AGAAAATAAAATATGCTTATGTTATCTAATAATAGCTAATCAAATATCTTATACG



TGCGCATGTTAGCTAACATGTGAACTACCTACATATTTCAGGTGGAGCTTGTGGC
TATGGGAATCTGTATAGCCAAGGTTACGGGACGAACACCGCGGCTTTAAGTACGG
CTCTGTTCAACAACGGACTCACATGCGGTGCGTGCTACGAGATGAAGTGCAACGA
TGACCCGCGATGGTGTCTCGGTTCCACTATCACCGTCACGGCTACAAACTTTTGTC
CACCGAACTTGGGTCTCTCCAACGACAACGGTGGGTGGTGCAATCCTCCTCTTCA
ACATTTCGACCTAGCCGAGCCAGCTTTTCTCCAAATCGCTCAGTATCGTGCAGGC
ATTCTCCCTGTCTCTTTCCGAAGGTCCGTTTTACTTGTCTTAATGCTTGGAACGCA
AGTAACAATATTGTAGTTGTTTCATACCCTAATATATGCAGCTGCTTTAAGATTTT
GGAGCTATAGGTAATTTAGTAAGAATTAAAAAAAAATTAAAAATAATAATTTATG
AAATTTATGTTTGTGTAAATTTTTTTTTTTTTTTAAGTAGAGAACATAAGCTAATG
TTTCACTTGTCTAGGCCAAGGGTTCTGTCCAGACACAAGCTTGTTCTTACCTTTGC
AAACAAACAATTTTAAAGAAATTTTTGTTCAACCAAAATGCACAAACAGTTCAAA
CTAAACTAAAGAGTTAAGATATGTTGTTGTGTAAACGCAGAGTACCGTGTATGAA
GAAAGGAGGGATAAGGTTTACGATCAACGGACACTCGTACTTCAACCTTGTTCTG
ATCTCGAACGTAGGAGGAGCAGGAGACGTCCATGCCGCCTCGATCAGTGGCTCA
AAAACAGGCTCCTGGCAAGCAATGTCTAGAAACTGGGGCCAAAACTGGCAGAGC
AATTCTTACCTCAACGGTCAGAGCCTCTCGTTCCAGGTCACCACCAGCGATGGTC
GGACCGTCGTTAGCAATAACGTGGCTCCTCCTAATTGGCAGTTCGGACAAACCTT
CCAAGGCGGTCAGTTCTGA




