
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy3G211500 

Gene Model: Brasy3G211500.1.p 

Description: BsyEXPB-10 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-10 

MAGVSTDAVALVALLSAVLVSTGHSQQVNYDTSAARSYNSGWLPAKATWYGAPTG

AGPDDNGGACGYKDTNQYPYSSMISCGNEPLFMGGAGCGTCYQIRCNYANNPACSG

QPRTVTITDMNYYPVAKYHFDLSGTAFGAMANNGQNDQLRHAGIIDMQFRRVPCNY

PGMNVNFHVERGSNPNYLAVLVQHANRDGNVVLMEIMESRYGRPTGQWTAMTRS

WGAIWRRDTNRPMQGPFSLRVRSESGSTLVANQAIPADWKPNARYWSNIQYR* 

CDS (coding sequence) 

>BsyEXPB-10 

ATGGCTGGCGTCTCCACCGATGCCGTTGCCCTTGTGGCACTCCTCTCGGCGGTGCT

CGTCTCCACCGGCCATTCGCAACAGGTCAACTACGACACCTCTGCCGCAAGATCC

TACAACTCAGGTTGGCTCCCCGCCAAGGCCACCTGGTACGGCGCCCCTACCGGCG

CCGGCCCCGACGACAACGGTGGTGCATGCGGCTACAAGGACACGAATCAGTACC

CGTACTCTTCCATGATTTCGTGCGGCAACGAGCCCCTGTTCATGGGCGGCGCGGG

CTGCGGCACCTGCTACCAGATACGATGCAATTACGCCAACAACCCTGCCTGCTCC

GGCCAGCCGAGGACGGTGACGATCACCGACATGAACTACTACCCGGTGGCCAAG

TACCACTTCGACCTCAGCGGCACGGCCTTCGGCGCCATGGCGAACAACGGGCAG

AACGACCAGCTCCGCCACGCCGGCATCATCGACATGCAGTTCAGGAGGGTGCCGT

GCAACTACCCGGGGATGAACGTGAACTTCCACGTGGAGCGCGGCTCGAACCCGA

ACTACCTGGCGGTGCTGGTGCAGCACGCGAACCGGGACGGGAACGTGGTGCTGA

TGGAGATCATGGAGTCCAGGTACGGCCGCCCGACCGGGCAGTGGACGGCGATGA

CGCGCTCCTGGGGCGCCATCTGGAGGAGGGACACCAACCGCCCGATGCAGGGGC

CATTCTCCCTCCGCGTCCGCAGCGAGTCCGGCAGCACGCTGGTGGCCAACCAGGC

CATCCCTGCCGACTGGAAGCCCAACGCTAGGTACTGGTCAAATATCCAGTACCGT

TGA 

Nucleotide 

>BsyEXPB-10 

AAAAGGAGTCTGTGGGCTTAGGCGGGGGAGTACTACTACTCCAGCGAGTACTCTG

CCGCAAGAGTAGTATCTTAAGGTTTCGCATAGCTACACTACTTGTACGTAGTGCG



CCGGTATGGCTGGCGTCTCCACCGATGCCGTTGCCCTTGTGGCACTCCTCTCGGCG

GTGCTCGTCTCCACCGGCCATTCGCAACAGGTCAACTACGACACCTCTGCCGCAA

GATCCTACAACTCAGGTTGGCTCCCCGCCAAGGCCACCTGGTACGGCGCCCCTAC

CGGCGCCGGCCCCGACGACAACGGTAAGCCGGCAAATATGTTCCCATTTACACAG

CACACGCCCATATGCATTACTCGATCCCTACTAGGCATTACGCTGAGCAAGCCAA

GTTAATGTTGGCCCATCGATCTCTACTGCAGGTGGTGCATGCGGCTACAAGGACA

CGAATCAGTACCCGTACTCTTCCATGATTTCGTGCGGCAACGAGCCCCTGTTCATG

GGCGGCGCGGGCTGCGGCACCTGCTACCAGGTATACTTACACTCTACGTGCTGCA

TTAACTGCCCCATGCAAGGATGACTGACGCCGACACTGTCAGTTAGATTAGTTGG

TGCCAATGGTTTTATTAGATTGGTCAAACCTCTCCATTTTACGATGCTGATCACTT

TATTGTACGCCCTGCATGCCATGTGCATGCAAGTAGTTACATATCCATCGGTTGAC

TTGCCTTTTTTTTTTTGCGTGTTTGCTTAATTTGATGCTTTACTTCAGATACGATGC

AATTACGCCAACAACCCTGCCTGCTCCGGCCAGCCGAGGACGGTGACGATCACCG

ACATGAACTACTACCCGGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCCTT

CGGCGCCATGGCGAACAACGGGCAGAACGACCAGCTCCGCCACGCCGGCATCAT

CGACATGCAGTTCAGGAGGGTGCCGTGCAACTACCCGGGGATGAACGTGAACTT

CCACGTGGAGCGCGGCTCGAACCCGAACTACCTGGCGGTGCTGGTGCAGCACGC

GAACCGGGACGGGAACGTGGTGCTGATGGAGATCATGGAGTCCAGGTACGGCCG

CCCGACCGGGCAGTGGACGGCGATGACGCGCTCCTGGGGCGCCATCTGGAGGAG

GGACACCAACCGCCCGATGCAGGGGCCATTCTCCCTCCGCGTCCGCAGCGAGTCC

GGCAGCACGCTGGTGGCCAACCAGGCCATCCCTGCCGACTGGAAGCCCAACGCT

AGGTACTGGTCAAATATCCAGTACCGTTGACCTCGATCCAGGCGAGAGCTGATTC

GGCCGGTGTCATGTGACCGCTACCTGCAGGTTACGATGGATTTTTACCAAGTTAC

TCCTATGCTTGTTAAGTGTGCGTCGTTAATTGTGTGTCCTAGAAGATCTTTGTGTG

GGAAATGGAAGGAGGCAAGTGGAGTAGCATCCATGTGATCGATATTCCCGGCCA

CTGTTGTTGCGCAGTTCCATACCTTCTCGAGTGTAATCGAATTATCAGACTTATAA

ATTGGTTCAAAAGGTTTGGACTTATTTTGAACAA 




