IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.7G224300

Gene Model: Sevir.7G224300.1.p
Description: SVEXPA-21
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Query seq.

Superfanilies PLNOOOSO

[+ PLN0O0O50 su"p::';:mw y c Me! SSSSS expansin A; Provisional peseription I'.;l:;;snl EF:::Z:‘-!ST
SEQUENCES

Peptide

>SVEXPA-21

MAPPLLLVFLLLPALAAGHQHPSSFGSSALSEWRPAKASYYAADPEDAIGGACGFGD

LGKHGYGMATVGLSTALFDRGAACGGCYEVRCVENLKYCLPGTSIVVTATNFCAPN

YGLPADAGGHCNPPNHHFLLPIQAFEKIALWKAGVMPIQYRRVKCLREGGVRFSVNG
RHFFFTVLISNVGGAGDVRSVKIKGTESGWLSMGRNWGQVWHINCDMRGQPLSFEL

SSSDGKTLTSFNVVPKDWEYGKTYTGKQFLL*

CDS (coding sequence)
>SVEXPA-21

ATGGCTCCGCCGCTACTGCTCGTCTTCCTCCTCCTCCCGGCCCTCGCCGCCGGTCA
CCAGCATCCGTCCTCCTTCGGCTCCTCCGCCCTCTCCGAGTGGCGCCCCGCCAAGG
CCTCCTACTACGCCGCCGACCCCGAGGACGCCATTGGTGGGGCTTGCGGGTTCGG
GGATCTGGGGAAGCACGGTTACGGAATGGCGACGGTGGGGCTGAGCACGGCGCT
GTTCGATCGCGGAGCGGCGTGCGGCGGCTGCTACGAGGTCAGGTGCGTCGAGAA
TCTCAAGTATTGCCTCCCCGGCACCTCCATCGTCGTCACAGCCACCAACTTCTGCG
CCCCCAACTACGGCCTCCCCGCCGACGCCGGCGGCCACTGCAACCCGCCCAACCA
CCACTTCCTCCTCCCCATCCAGGCGTTCGAGAAGATTGCGCTCTGGAAGGCCGGC
GTCATGCCCATCCAGTACCGCCGTGTTAAGTGCCTCCGTGAAGGTGGTGTCAGGT
TTTCTGTCAACGGTCGACACTTCTTCTTCACAGTCCTAATCAGCAACGTTGGTGGC
GCGGGTGATGTGAGATCGGTGAAGATCAAAGGAACGGAGTCAGGATGGCTCTCG
ATGGGCCGCAACTGGGGTCAGGTGTGGCACATCAACTGTGACATGAGGGGCCAG
CCCCTGTCCTTCGAGCTCAGCTCAAGTGATGGCAAGACACTGACCAGTTTCAATG
TCGTGCCCAAGGATTGGGAATATGGTAAAACATACACCGGGAAGCAATTTCTGCT
GTAG

Nucleotide
>SVEXPA-21

CACAGAAAACAAACATGCAATCTGCAAAGGCTAAGCACTTCGAAAAAAATCTCC
ACTAAAATACCATACCCTTGCAAAGCATCTATAAAAGCAGGAAGGCCCCAGAAC
CCGCAAAGCACAAAGCATCACACTTGCACAGTTCCTCCACTGTCTACTACTACTC
TACTCCACCCTCCTCCCTCAAGGCCCCCAAGCCTCCAGCTTCACCGAGGCGTACC
GGCACCGGCAGTGAGCAGCTGGGAGCTATGGCTCCGCCGCTACTGCTCGTCTTCC



TCCTCCTCCCGGCCCTCGCCGCCGGTCACCAGCATCCGTCCTCCTTCGGCTCCTCC
GCCCTCTCCGAGTGGCGCCCCGCCAAGGCCTCCTACTACGCCGCCGACCCCGAGG
ACGCCATTGGTACGCACCAAAGCTCGCCTCGCCTGCCTCATTCATTGTTCACCCGC
ATCCACGGTTCAGTTCCGCCGAACCGTCCTTTCACTCCTTTAATTCGTAATGTCCA
TGCTGCGAGCACGCATAAAGATTTCTCTTTCGGGGTGCCACCGGAACGAAATCTC
CCCCCAAACCGCACGTTCGCTTACCGGAATTGTGCGACCGTACAGTTCGTGAATT
GGTTGCGGTTTTCTGGTTCTCCCCATAGGAATGTATTCTGATTTTTGGCTTCGTGA
TGCGGCGTGCAGGTGGGGCTTGCGGGTTCGGGGATCTGGGGAAGCACGGTTACG
GAATGGCGACGGTGGGGCTGAGCACGGCGCTGTTCGATCGCGGAGCGGCGTGCG
GCGGCTGCTACGAGGTCAGGTGCGTCGAGAATCTCAAGTATTGCCTCCCCGGCAC
CTCCATCGTCGTCACAGCCACCAACTTCTGCGCCCCCAACTACGGCCTCCCCGCC
GACGCCGGCGGCCACTGCAACCCGCCCAACCACCACTTCCTCCTCCCCATCCAGG
CGTTCGAGAAGATTGCGCTCTGGAAGGCCGGCGTCATGCCCATCCAGTACCGCCG
GTATGTGTCGTTCTTGGCTGCTGCTTTTGCTTCTGCTAGATCTGAGGTTATTTTTTC
CCTAATCAACTTTGTGTGAAACTGTGAAAGCGCTTGCTGACCTAGAATTGAGTTG
GTGCGCAATGTGGAACCCAAGAAAAGCTGAATTGCGAGTGTCCGTTGGTGAGGA
AAGCGAAGCCAAGAAGGGGGTGAAAGTGGACCCTCTTCCAGAATTGTCAACTTG
TGTGAGGGTTCGACCACATAGTTTCACAAGCTGTAACGGCCAGTGTGCATGAGTA
TTACAGTTCCATTTTGACTGCTCTGACCGGGAACTACTCCCTCTGTTTCAAAATGT
AGGTCGTTTTAGCTTTTCTAGATACATATATTTTGCTATGCACCTCAGTATGGTAT
TATGTCTAGATACGTAACAAAATCTATGTATTTAGAAAAGTCAAAACGACCTACA
TTTTGGAATGGAGGTAGTATTAGGCAAATTGTAGTAGCCCAATTTGGTAGGCAAG
AAAGAGGTCAGGACATCTGACTCTCTAACCCAGTAAGTGGAAGAATTATTTTGAA
AGGTTTCTGATAAACCCCAAGTGGATGGAAAAACCACTATATCCTGAAATATATA
TGATTGATTACCCTGCTTATTGGCGGTATAACGGTCCCAGGTTGGATTGAAACAG
AAACTACTAACGTCCCTATATTTAATAATGAATGAGTTTACTTTTGGTTGATTTCT
CTACTTTGTATTCATCCTAAATCTGCTTAGTAGTGAGTTTTATTTTGCCCCTTGTAT
CTTGACTAGTCTAAGGTTATTAGGAAGTAGAATAAGTGGAGCTAGGCAGTGCAG
ACCAAGTTCAAAAACATAGAAAATTTCTCATATCTGAGCTAGTCTCAGGGTTTTG
TCAATTCTAGCCACAACTTCAGACCTCTGGATACTTTGGACAGCATTTTGTGTGAA
TATTTTGTTTTCCATTGGTTGCCTGTATAAGGAGTAGCATGGCCATTATGGGAGCC
AGCACGAAATGTGTCAGCATTATCTGCACCTTTACTTAGGCATTTCTAAACAGAA
CTTTAGATGGTGACTTGATAGTCGGCCATTATCTTAGCTTATATATTCCTGTTTTCT
TCATATGTAGTGTTCCATACCCAAACAGATTTTAAAAACTTGGCACATGCATTTAT
AAATAAGTCTAGCAAAGTACTACTCTGGCATTCCCAGTGGCATTCGAAATGTTGT
ATACATGTGCAATCATCATTATGTGCATCTAAGTTGGCATTCTGGTGAGTAAGGT
ACATGTTCAAGAATCGAGTTGAGATTATTTCCTACATGGCCGATTGATAGAACAT
GATGCAATAATATTCTTTCCTGATTGATCTGTGTTCTGAAGAACATTGGGCTGTTG
GTTGAAGCAATGCATACTATTATGCACATTTTAACTATTTTGCACTTGCTCTCCAA
CCACTTCTTACTTACGAGTTCATTAAATATAAGCAGTGTTTCCATAATGACAGATA
TACACCTATAGTGAACTGTCTCACTCTGTGTCAAATGTTGTGTATAAAGCTAACTA
AAGATATACATGTACAGCTAAATGAAGCTAGAATCAACGTAATAGCGTGTTCAA
AAGAAGAGTTGACTGAGTGAAACTAACATGTTTCCTTGATTACTTGCAGTGTTAA
GTGCCTCCGTGAAGGTGGTGTCAGGTTTTCTGTCAACGGTCGACACTTCTTCTTCA
CAGTCCTAATCAGCAACGTTGGTGGCGCGGGTGATGTGAGATCGGTGAAGATCA
AAGGAACGGAGTCAGGATGGCTCTCGATGGGCCGCAACTGGGGTCAGGTGTGGC
ACATCAACTGTGACATGAGGGGCCAGCCCCTGTCCTTCGAGCTCAGCTCAAGTGA




TGGCAAGACACTGACCAGTTTCAATGTCGTGCCCAAGGATTGGGAATATGGTAAA
ACATACACCGGGAAGCAATTTCTGCTGTAGAGGAGTACCAAAAGATCAGCTTAC
GGTTTCTCATTTTTGTTCTGATCCTACGAGTCAGACTGGTGTATATTCCTGCACGG
AACAAGCAATATCATTAGGAGAAAATTGGCCTCAGATAGTTGCTCTTGCTCATAA
ATGCATTTTCATGTACCCCCTGATAGTTGCTCTACAGAGGCTTGATGTATCAATCA
AAATAGAAGGCCGTATTTGGGTCATTGGATGTCTCCACTGTATAACAACGTTTTA
CCAGGCAAGCAATGATAATAGTATCTCTGCACTTCTGTACTGGCAACATGTCACA
TGAACAGCAACTTGTTTTTTACCCTTCTTTTACTCTTGTTTGCCGTCCAGAATATCA
GATTCCTCTCTGATGCTAAACTCCTTGAGTTTACAGAATGTAGAATCCAGGAAAC
ATGGTATCAAGTCCAAGCACTCATTTT






