IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.1G326900

Gene Model: PhHAL.1G326900.1.p
Description: PhhEXPB-03

Family: Beta Expansin

3D structure:
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GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

PhhEXPB-03 — —_—
"

| 1 1 1 1 1
by 2y 200bp Gy 80K0bp 100

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE
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Query seq. I AAGSPSLF KGGKGC GAC YEVKCDSNPACS GOPATW 1 TCE CPAGWCLABAAHF DMSG TSHGAMAKPGMADRL RAAG TL VOV KRVP OKY SGWN TAFRVDOG SNPFYFE WL VEFE DGDGOL SAVHL MEAGCS TUTPMVINUWGALWRYNSNT AL RAPFS IRLT SDSGKVLYANNY IPASMKAGATYRSLVNY 5%
Superfanilies OPEB_R1pA_EXP_N-1ike superfamily

PLNO3O23
List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_RIPA_EXP_N-like super family ci41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansing, and similar domains; The 1-89 272054
[+ PLN03023 super family cl33621 Expansin-ike B1; Provisional 4-193 9.85e-37

>PhhEXPB-03

MIAAGSPSLFKGGKGCGACYEVKCDSNPACSGQPATVVITDECPAGVCLAEAAHFD
MSGTSMGAMAKPGMADRLRAAGILKVQYKRVPCKYSGVNIAFRVDQGSNPFYFEV
LVEFEDGDGDLSAVHLMEAGCSTWTPMVQNWGALWRYNSNTGKALRAPFSIRLTS
DSGKVLVANNVIPASWKAGATYRSLVNYS*

CDS (coding sequence)
>PhhEXPB-03

ATGATCGCCGCCGGGAGCCCGTCTCTGTTCAAGGGAGGCAAGGGATGCGGCGCC
TGCTACGAGGTTAAATGCGACAGCAACCCGGCGTGCTCCGGGCAGCCGGCGACC
GTGGTCATCACCGACGAGTGCCCCGCCGGGGTCTGCCTCGCTGAGGCGGCCCACT
TCGACATGAGCGGCACCTCCATGGGCGCCATGGCGAAGCCCGGCATGGCCGACA
GGCTCCGCGCCGCCGGAATCCTCAAGGTCCAGTACAAGAGGGTGCCGTGCAAGT
ACAGCGGCGTGAACATCGCCTTCCGGGTGGACCAGGGCTCCAACCCGTTCTACTT
CGAGGTGCTGGTCGAGTTCGAGGACGGCGACGGCGACCTCAGCGCCGTCCACCT
GATGGAGGCTGGCTGCAGCACCTGGACGCCGATGGTGCAGAACTGGGGCGLGLT
GTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGGCGCCATTCTCGATCCGG
CTCACCTCCGACTCCGGCAAGGTCCTCGTCGCCAACAACGTCATCCCCGCCAGCT
GGAAGGCCGGAGCCACGTACCGCTCCTTGGTGAACTACTCTTAA

Nucleotide
>PhhEXPB-03

GGCGCGTGCGGCTACCAGACTGCCGTCGGCCAGCGGCCGTTCTCGTCGATGATCG
CCGCCGGGAGCCCGTCTCTGTTCAAGGGAGGCAAGGGATGCGGCGCCTGCTACG
AGGTCAGCATCGCGCAGAGTCTAAAATCTAAAGTACATTCATGGTGCAAAGTGGT
CGGCGCTGGTGCTAACTGAATGCGTTCATGTGCCGCGCGTAATGCAGGTTAAATG
CGACAGCAACCCGGCGTGCTCCGGGCAGCCGGCGACCGTGGTCATCACCGACGA
GTGCCCCGCCGGGGTCTGCCTCGCTGAGGCGGCCCACTTCGACATGAGCGGCACC
TCCATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTCCGCGCCGCCGGA
ATCCTCAAGGTCCAGTACAAGAGGTACGTGCGTGCCTGCTGCTACCTACAGTATT
TAGAAGTTCAGAATTCCATCTCAGAACGGAGTTCATATATAGTTACCGCTCTCGT



GCGTGGAAGGGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCCGGGTGGA
CCAGGGCTCCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGAC
GGCGACCTCAGCGCCGTCCACCTGATGGAGGCTGGCTGCAGCACCTGGACGCCG
ATGGTGCAGAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCG
CTGAGGGCGCCATTCTCGATCCGGCTCACCTCCGACTCCGGCAAGGTCCTCGTCG
CCAACAACGTCATCCCCGCCAGCTGGAAGGCCGGAGCCACGTACCGCTCCTTGGT
GAACTACTCTTAAATGACTGCTCCCAGATCAGGTGGTGTGGACGGGACTGCGTAT
CGGGGTGTTTGCGAGAGGCGGTGTCAGTCTGTCAGAAGAGAAGCAGGTTAAAGA
ATCCTGTTGTTCGATTCTTTCCCTCCCTCCACGGTCTCTGCAGCCCCCGGTGATGC
GTGTTGCCGTGTACTAGTCGTTGTGTCTATTTTTCTGTACGTGTTTTTTTTCTTTTTT
CTTCCTCTCAGTTGTGATGTCGAGGAGAGAAGCCAAGCTTGAGCTGCGACTAATG
TTGCATGCTGGTGTGTCGGCTATGAAATTGTGTGTGTGTTTTTTTGCCACGCAATC
CTTTCGGAGAAATGAATCAC






