
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.1G326900 

Gene Model: PhHAL.1G326900.1.p 

Description: PhhEXPB-03 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-03 

MIAAGSPSLFKGGKGCGACYEVKCDSNPACSGQPATVVITDECPAGVCLAEAAHFD

MSGTSMGAMAKPGMADRLRAAGILKVQYKRVPCKYSGVNIAFRVDQGSNPFYFEV

LVEFEDGDGDLSAVHLMEAGCSTWTPMVQNWGALWRYNSNTGKALRAPFSIRLTS

DSGKVLVANNVIPASWKAGATYRSLVNYS* 

CDS (coding sequence) 

>PhhEXPB-03 

ATGATCGCCGCCGGGAGCCCGTCTCTGTTCAAGGGAGGCAAGGGATGCGGCGCC

TGCTACGAGGTTAAATGCGACAGCAACCCGGCGTGCTCCGGGCAGCCGGCGACC

GTGGTCATCACCGACGAGTGCCCCGCCGGGGTCTGCCTCGCTGAGGCGGCCCACT

TCGACATGAGCGGCACCTCCATGGGCGCCATGGCGAAGCCCGGCATGGCCGACA

GGCTCCGCGCCGCCGGAATCCTCAAGGTCCAGTACAAGAGGGTGCCGTGCAAGT

ACAGCGGCGTGAACATCGCCTTCCGGGTGGACCAGGGCTCCAACCCGTTCTACTT

CGAGGTGCTGGTCGAGTTCGAGGACGGCGACGGCGACCTCAGCGCCGTCCACCT

GATGGAGGCTGGCTGCAGCACCTGGACGCCGATGGTGCAGAACTGGGGCGCGCT

GTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGGCGCCATTCTCGATCCGG

CTCACCTCCGACTCCGGCAAGGTCCTCGTCGCCAACAACGTCATCCCCGCCAGCT

GGAAGGCCGGAGCCACGTACCGCTCCTTGGTGAACTACTCTTAA 

Nucleotide 

>PhhEXPB-03 

GGCGCGTGCGGCTACCAGACTGCCGTCGGCCAGCGGCCGTTCTCGTCGATGATCG

CCGCCGGGAGCCCGTCTCTGTTCAAGGGAGGCAAGGGATGCGGCGCCTGCTACG

AGGTCAGCATCGCGCAGAGTCTAAAATCTAAAGTACATTCATGGTGCAAAGTGGT

CGGCGCTGGTGCTAACTGAATGCGTTCATGTGCCGCGCGTAATGCAGGTTAAATG

CGACAGCAACCCGGCGTGCTCCGGGCAGCCGGCGACCGTGGTCATCACCGACGA

GTGCCCCGCCGGGGTCTGCCTCGCTGAGGCGGCCCACTTCGACATGAGCGGCACC

TCCATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTCCGCGCCGCCGGA

ATCCTCAAGGTCCAGTACAAGAGGTACGTGCGTGCCTGCTGCTACCTACAGTATT

TAGAAGTTCAGAATTCCATCTCAGAACGGAGTTCATATATAGTTACCGCTCTCGT



GCGTGGAAGGGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCCGGGTGGA

CCAGGGCTCCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGAC

GGCGACCTCAGCGCCGTCCACCTGATGGAGGCTGGCTGCAGCACCTGGACGCCG

ATGGTGCAGAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCG

CTGAGGGCGCCATTCTCGATCCGGCTCACCTCCGACTCCGGCAAGGTCCTCGTCG

CCAACAACGTCATCCCCGCCAGCTGGAAGGCCGGAGCCACGTACCGCTCCTTGGT

GAACTACTCTTAAATGACTGCTCCCAGATCAGGTGGTGTGGACGGGACTGCGTAT

CGGGGTGTTTGCGAGAGGCGGTGTCAGTCTGTCAGAAGAGAAGCAGGTTAAAGA

ATCCTGTTGTTCGATTCTTTCCCTCCCTCCACGGTCTCTGCAGCCCCCGGTGATGC

GTGTTGCCGTGTACTAGTCGTTGTGTCTATTTTTCTGTACGTGTTTTTTTTCTTTTTT

CTTCCTCTCAGTTGTGATGTCGAGGAGAGAAGCCAAGCTTGAGCTGCGACTAATG

TTGCATGCTGGTGTGTCGGCTATGAAATTGTGTGTGTGTTTTTTTGCCACGCAATC

CTTTCGGAGAAATGAATCAC 




