
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006649423 

Gene Model: XP_006649423.1 

Description: ObEXPA-10 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPA-10 

MVMCKKAPSILLLAVVAAAAASLFAPATAGWSKGTATFYGGSDASGTMGGACGYG

NLYWSGYGTNTAALSSALFSDGASCGQCYQIACDYQAEPQWCLQGKTVTITGTNLC

PPNYALSSNDGGWCNPPRTHFDMAEPAWLQIGIFKAGIVPVLYQRVPCVKQGGVRFT

MGGFNYFELVLITNVAGSGSIQSVWVKGTNTNRMPMNRNWGANWQSLAGFVGQAL

TFGVTSTGGQTVVFQDIVPSWWKFGQSFASNLQFSY 

CDS (coding sequence) 

>ObEXPA-10 

ATGGTGATGTGCAAGAAGGCACCGAGCATTCTGTTGCTCGCCGTCGTCGCCGCTG

CGGCGGCGTCGCTCTTTGCTCCGGCGACGGCGGGGTGGTCGAAGGGCACGGCCA

CGTTCTACGGCGGCAGCGACGCCTCCGGGACGATGGGTGGGGCGTGTGGGTACG

GGAACCTGTACTGGTCGGGGTACGGGACGAACACGGCGGCGCTGAGCTCGGCGC

TGTTCAGCGACGGCGCGTCGTGCGGGCAGTGCTACCAGATCGCGTGCGACTACCA

GGCGGAGCCGCAGTGGTGCCTGCAGGGGAAGACGGTGACCATCACGGGCACCAA

CCTGTGCCCGCCCAACTACGCCCTCTCCAGCAACGACGGCGGCTGGTGCAACCCG

CCCCGCACGCACTTCGACATGGCCGAGCCGGCCTGGCTCCAGATCGGCATCTTCA

AGGCCGGCATCGTGCCGGTGCTCTACCAAAGGGTGCCGTGCGTGAAGCAGGGAG

GGGTGAGGTTCACCATGGGAGGGTTCAACTACTTCGAGCTGGTGCTGATCACGAA

CGTGGCCGGCAGCGGGTCGATCCAGTCGGTGTGGGTGAAGGGGACGAACACCAA

CAGGATGCCCATGAACAGGAACTGGGGGGCGAACTGGCAGTCGCTCGCCGGGTT

CGTCGGCCAGGCGCTCACCTTCGGCGTCACCTCCACCGGCGGCCAGACCGTCGTC

TTCCAGGACATCGTGCCGTCGTGGTGGAAGTTCGGCCAGTCGTTCGCCTCCAACC

TCCAGTTCTCCTACTGA 

Nucleotide 

>ObEXPA-10 

TGGCGTGTCAAGTGTCAACTTCGTCAGGTAAACAATTCGAGATCACCGTTTAAAA

AAAAACATGAACAGTCCCAGCTAATCATTCCCCCCTTCGATGAGCATGAAGCAGA

GAACATGCAGAAGTGGCAGCGTGATGATCTTCTCGCGGATCGAATAGAAGACGC

GTAGGCGCAGATCGATCTGATGGAGAGGTGAGAATCTTCTGCTTGTTTGCATGTT

AGTGTCCATGGAGGAAGAGGAAGAAGAAGCTACGGCGAAAGAAGGAGATCGCT



GATCTGACGCCATTAATTGGACCTGAGCTGACTGTGCAGTGTACTTGTGCGCCAT

TCGCGCTGCACCGCAGGCCCTGAGGAGCAGCAAAAATTCCATGCCGGTGCTCCCG

CTTCGCCGCTCCTATTTAAGATCAGCCTCAGCTGTTCACTAGCTAGTTACCACTGT

CATCACTAAGTACATCACAGATTCACAGCAGCTTGACTAGAGCTAGTGCACCCGC

GAAATCCATGGTGATGTGCAAGAAGGCACCGAGCATTCTGTTGCTCGCCGTCGTC

GCCGCTGCGGCGGCGTCGCTCTTTGCTCCGGCGACGGCGGGGTGGTCGAAGGGCA

CGGCCACGTTCTACGGCGGCAGCGACGCCTCCGGGACGATGGGTACGGTTCGCAT

ACTCTCCGTCCTCGCACGACACTAGCGCGCGCAGGTGACCATGAATGCATGCAGG

TGGGGCGTGTGGGTACGGGAACCTGTACTGGTCGGGGTACGGGACGAACACGGC

GGCGCTGAGCTCGGCGCTGTTCAGCGACGGCGCGTCGTGCGGGCAGTGCTACCAG

ATCGCGTGCGACTACCAGGCGGAGCCGCAGTGGTGCCTGCAGGGGAAGACGGTG

ACCATCACGGGCACCAACCTGTGCCCGCCCAACTACGCCCTCTCCAGCAACGACG

GCGGCTGGTGCAACCCGCCCCGCACGCACTTCGACATGGCCGAGCCGGCCTGGCT

CCAGATCGGCATCTTCAAGGCCGGCATCGTGCCGGTGCTCTACCAAAGGTTAAAA

AAAAAACATCTGGACGGTTTGACGTACTACTTCGCCATGATAATTAAGTCAACCA

ATGCCATTAACTATTCTCTAATCATCACCACAACAATCTTTCTATGATTCTTTGTG

CACGTACGTACGTAGGGTGCCGTGCGTGAAGCAGGGAGGGGTGAGGTTCACCAT

GGGAGGGTTCAACTACTTCGAGCTGGTGCTGATCACGAACGTGGCCGGCAGCGG

GTCGATCCAGTCGGTGTGGGTGAAGGGGACGAACACCAACAGGATGCCCATGAA

CAGGAACTGGGGGGCGAACTGGCAGTCGCTCGCCGGGTTCGTCGGCCAGGCGCT

CACCTTCGGCGTCACCTCCACCGGCGGCCAGACCGTCGTCTTCCAGGACATCGTG

CCGTCGTGGTGGAAGTTCGGCCAGTCGTTCGCCTCCAACCTCCAGTTCTCCTACTG

ATCGCAGACACCAAAGCTAATAACTAGATGCAGATCCAGTGTAATAAGGCTGTTG

ATTGAATAAGCAAACCTAGTGATTGTCGAATAACAATGGACATGCAAGGAGCGC

ATGGAGAGACGACTGAACTAGTTTATGGAGCACATTGTATTATGAGATTTGCTCC

CGTCTAACAAAAAGTATCTCGAGGTATTGATACCTCGAGATACCAAATTATTTCT

TACCATTGGATCTAGCTGAGTATAGATGTGCGTTATTAGATCAAACGAGCTCGAG

GTACTTTTTGTTATTTTTTGTTGGACTGTAAAATTGCTCATTACGAGATTTGCTGCT

CGAGGTTGGTGACTGATCGATTGTCATTCGTTATGTACGTAGATAATGTTAAAAA

ATGGAATTCTTGGTGTACATTTGTTTCCACCGGAAAATGAAATTGCATGGGAGTT

TCATGGGTTATGTGGTTCCGCTTGCTCTAATTGATCAATCGATTCCCGGTCGGTGA

AGGC 




