IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G389200

Gene Model: Pahal.9G389200.1.p
Description: PhEXPB-27
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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List of domain hits d
Name Accession Description Interval E-value

[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 52-176 5.23e-76
[#] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P, Pll and PIIl from Lolium perenne. 184-260 1.17e-26

MAAVMISFKAIALVAALLLPVLGAHAEPSYNNVTSARRELYYSAGSTPSSTWRPARA
TWYGRPNGAGPDNNGGGCGYSNTNQYPFNSMTSCGNQPLFLDGKGCGACYQIRCTS
KNNPACSGEPKTVIITDVNYDTKVAPYHFDLSGTAFGAMARPGYNDKLRSAGILDIQF
RRVPCSYRGLPVRFHVMGGCNPFYFAVIVYYAGSDGAVVQVELKEANSNTWRPLYE
SWGAVWRIDPGHPLKAPLSLRVRSDSGKVLVANNVIPVNWRGNADYRTIAQFR*

CDS (coding sequence)
>PhEXPB-27

ATGGCCGCTGTGATGATCTCCTTCAAGGCTATTGCACTGGTGGCAGCACTCCTCCT
CCCCGTTCTGGGCGCTCACGCCGAGCCGAGCTACAATAACGTCACCTCCGCCCGC
AGGGAGCTGTACTACTCCGCCGGCTCCACCCCCAGCAGCACCTGGCGGCCTGCCA
GGGCCACCTGGTACGGTCGCCCCAACGGCGCCGGCCCTGACAACAACGGTGGCG
GGTGTGGGTACAGCAACACCAACCAGTACCCGTTCAACTCCATGACGTCGTGCGG
CAACCAGCCCCTGTTCTTGGACGGCAAGGGCTGCGGCGCATGCTACCAGATAAGG
TGCACCAGCAAGAACAACCCTGCCTGCTCCGGCGAGCCCAAGACGGTGATCATC
ACCGACGTGAACTACGACACCAAGGTCGCCCCCTACCACTTCGACCTCAGCGGCA
CGGCGTTCGGAGCCATGGCCAGGCCCGGCTACAACGACAAGCTCCGCAGLCGLCCG
GCATCCTGGACATCCAGTTCCGGCGGGTGCCCTGCAGCTACAGGGGCCTGCLCGGT
GAGGTTCCACGTGATGGGCGGCTGCAACCCCTTCTACTTCGCGGTCATCGTGTAC
TACGCCGGCAGCGACGGCGCCGTGGTGCAGGTGGAGCTGAAGGAGGCCAACTCC
AACACGTGGCGGCCGCTCTACGAGTCCTGGGGCGCCGTCTGGAGGATCGACCCCG
GCCACCCGCTCAAGGCGCCCCTCTCGCTGCGCGTCCGCAGCGACTCCGGCAAGGT
CCTCGTCGCTAACAACGTCATCCCGGTCAACTGGAGGGGCAACGCCGACTACCGC
ACCATTGCCCAGTTCCGCTGA

Nucleotide
>PhEXPB-27

CCACACGGCACGTCCCCGTCTTGCTCGACGAGGCCGCCGGCGACTGACGATCTTG
ATGCTGATTCGCCCAGCCCCCGGCTTTCGCCCCCTCCGCCTATAAATGCACCGGC



GATGTCGTCCATCTCCGATCCATCAACCGAACGCAGGCACAACATACGAGCACTG
CTAATCCCTGAGCTGGTAATACGATCGAGCTGAGATGATGCCAGCCGCCGTGATC
GTCTCCTCATCCAAGGTGGCTGCTGCGGCACTCGCCGTCGCGCTGTTCGCCGTGCT
TGCCTCGTACGCCGAGGCCGCGAAGCCCGGCGGCGGCTGGCTCCCCGCCAAGGC
CACCTGGTACGGCGCGCCCAACGGTGCCGGCCCCGACGACAACGGTATGCACGA
GCAAAGCGTGCCCGGCCGCGCACCTGTCGTTTTTCCGCCGTCCCAATGTCAATGT
GCGAGTGTCTGACGTGTCCTGTCTGCAGGCGGCGCGTGCGGGTTCAAGCACACCA
ACCAGTACCCCTACATGTCCATGACGTCGTGCGGGAACGAGCCCCTGTTCAAGGA
CGGCAAGGGCTGCGGCGCGTGCTACCAGGTACTACTGTGTGTAGATAGGTCAAA
GCACCGGGTGCGGCAGGCACGTCTTCTCACGCCCTGATGTCCGATTTTGAACCCC
AGATACGGTGCCTGAACAGCACCCACGACGCGTGCTCCGGCCGGGCGAAGCGCG
TGATCATAACGGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAG
CGGCACAGCGTTCGGCGCCATGGCCAAGACGGGGCTCAACGACAAGCTCCGGCA
CGCCGGCATCCTGGACATCCAGTTCCGGCGGGTGCCCTGCAACTACAAGGGCCTG
ACCGTCAACTTCCGCGTCCAGGTGGGGTCCAACCCCAACTACTTCGCCGTGCTGG
TGCAGTACGCCGGCAAGGACGGCGCCGTGGTGCAGGTCGACCTCATGGAGACCG
ACGGCGCCACGGGGCGGCCGACGGGGGCGTGGACGCCGATGCGCGTGTCGTGGG
GCGCCGTGTGGCGGCTGGACACCAGCCGCCCGCTGCGGGCGCCCTTCTCGCTGCG
CATCCGCAGCGACTCCGGCAAGACGCTGGTGGCCGACAACGTCATCCCGGCGGA
CTGGAAGCCCATGACCGACTACCCATCCTCCGTCCAGTTCCCCTGAAACCGCAGC
CGCATGGTGCAAGCGAATTAATCGTCCCTGATTGAAGCATTGTTGTTCGTCAGAT
ACCCCGATCCATTGTTTAGTGTTGTCATCGTATAGTACGTACGTGTCTTGGGAGAT
TTGGAGGAGGCAACGTGATCTCCCCGCCCACGATCGCAACTTTGAAATATACCAT
GCTGTGTGTGTGTAATGTAATAGACATACCATATACTACTGTACGTGTCAAGTTG
GGAGTTCAAGAAAAATATTGTCAAGTTGGCAAACGC



