
IDENTIFICATION 

Species: Ananas comosus 

Locus: Aco011715 

Gene Model: Aco011715.1 

Description: AncEXPB-07 

Family: Beta Expansin 

3D structure: 

 

GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3  

 

https://phytozome-next.jgi.doe.gov/info/Acomosus_v3


EXTERNAL RESOURCES 

http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea

pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..  

GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AncEXPB-07 

MAFSLSGSSSVVLLVSLMFVCPCFCFKSKSFNFSTSEAALNWNTASATWYGSPTGAG

PDDNGGGCGYKNVNLPPFSSMTSCGNPALFKSGEGCGSCYKVKCNSHPSGKPSTLIIT

DLGGVCLDKTYHFDMSGTLFGSMAYPGKEDVLRHAGILPVQFARVPCEYPGRNIAFH

VEEGSNPNYLAILVEYEDGDGDLRSVDIMESSSSAQSTYSNAWTPMRESWGAIWRLD

TSRPLRGPFSIRLTTDTSDRTLVARNVIPANWQPNQVYRSIVNYST* 

CDS (coding sequence) 

>AncEXPB-07 

ATGGCTTTTTCTCTTAGTGGCTCTTCTTCAGTAGTTCTTTTGGTTTCGCTTATGTTT

GTTTGTCCCTGCTTCTGCTTTAAGTCCAAAAGCTTCAATTTCTCCGTCCGAAGCCG

CATTGATGGACGCAAGCGCGCTGGTGGTAGCCCCCGGTGCCGGCCCAGGATAAT

GGTGGTGGATGTGGGTACAAAAATGTAAATCTCCCTCCTTTCTCGTCCATGTTCAT

GCGGAACCTGCTCTGTTCAAATCCGGCGAGGGATGTGGCTCGTGTTATAAGGTGA

AGTGCAAGCCCCGGCGTGCTCCGGAAACGTCGCCTGATCATCCGGCATGCCTCGG

CGGCGTCTGCCTCGAAGCTCTTCGATGAGCGGGCTTGTTTGGGTCGATGGCGTCC

CGGCAAGGAGGGTGCTTCGCCGCCGGAATTCTCCCAGTCCAGTTTGCTAGAGTGC

CGTGTGAATCCGGGCCGGAATCGCCTTCCGTCGAGGAGGGCTCGACCGATCTCGC

GATCCTGGTCGAGTGAGGGGCGGGTGATCTCCGGTCGGTCGATCATGGAATCCTC

GTCGTCAGCGCAATCCGTTCCAGCATGGTCCGATGAGGGAGTCGTGGGGCGCGAT

CTGGCGGTTGGACGAGCCGCCCGTTGCGGGGCCCGTTCTCGATCCGGCTCCCGCT

CCGCGCCCTTGTGGCGCGCAGTGATTCCGGCCAATTGGCACGACAGGTCTAGGTC

CATCGTGATAGTTTAA 

 

 

http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pineapple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes
http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pineapple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes


Nucleotide 

>AncEXPB-07 

GCCCCAAGCTATTCTCTGATCATTCCCTCTCTCTAAAGAGCCCCTTCAATATGGCT

TTTTCTCTTAGTGGCTCTTCTTCAGTAGTTCTTTTGGTTTCGCTTATGTTTGTTTGTC

CCTGCTTCTGCTTTAAGTCCAAAAGCTTCAATTTCTCCGTCCGAAGCCGCATTGAT

GGACGCAAGCGCGACCTGGTGGTAGCCCCCGGTGCCGGCCCAGGATAATGGTAA

TTTTCCCTTTATTGTATGAAGATGTGGTTAATGTTAAGTTTAGTCATAAATGTGCC

TGTCTTTTTATATAGGTGGTGGATGTGGGTAAAAATGTAAATCTCCCTCCTTTCTC

GTCCATGTTCATGCGGAACCTGCTCTGTTCAAATCCGGCGAGGGATGTGGCTCGT

GTTATAAGGTCTAATTAGCTAGCTATATATATATATATTTAATTTTTTGTCCTTAGT

TTTTTGTTTCATTAAATTTTGTATTAATTGATTGGGTTGGAAATATTCAGGTGAAG

TGCAAGCCCCGGCGTGCTCCGGAAACGTCGCCTGATCATCCGGCATGCCTCGGCG

GCGTCTGCCTCGAAGCTCTTCGATGAGCGGGCTTGTTTGGGTCGATGGCGTCCCG

GCAAGGAGGGTGCTTCGCCGCCGGAATTCTCCCAGTCCAGTTTGCTAGGTACATA

TATATATATATATATATATGTAATCATCTTTTCGGAAAAAAATTTTGAATTTGTAA

TTTCGGATCATATCAAGCCATTTTATTTGCTCTAGAAGGTTCATAAAATAAAATGG

TTTTAATTAGGTTGTATCAAATTTTAAATGTATGTTGGGAGTAGTTGGTAGTTATT

TGGCCCTTTGATCGAAAAAAAAGGAGGGAAAAGAAAAATGTTATTTTTGGAATA

AGTAGAATCAAAATGGCAATAATAATGAAGAACGTATATAGCTTATTTTAATCAT

TCGCTTTGTTAATTTATAGAGTGCCGTGTGAATCCGGGCCGGAATCGCCTTCCGTC

GAGGAGGGCTCGACCGATCTCGCGATCCTGGTCGAGTGAGGGGCGGGTGATCTC

CGGTCGGTCGATCATGGAATCCTCGTCGTCAGCGCAATCCGTTCCAGCATGGTCC

GATGAGGGAGTCGTGGGGCGCGATCTGGCGGTTGGGAGCCGCCCGTTGCGGGGC

CCGTTCTCGATCCGGCTCCCGCTCCGCGCCCTTGTGGCGCGCAGTGATTCCGGCCA

ATTGGCACGACAGGTCTAGGTCCATCGTGATAGTTTAAAAAGCGAGTGTGATCAA

ATATTATTGTCCTAAGAAGCTATTTTAAGTTATTTCGTATTGGAGATCCATATATA

AGGGGCTGTTTGAAGTAAGGGTCTAAATTTATGTGTGATCCTTAGTAATTAGTTA

GCTTGGTGTGGTGGACGTGGAAGTGTAATATGGTGTTTTATTTTAATATAATTATT

GTGAAATGCGGGTGGATGTAGAGGAGGATGCTCTCCCCTCCTGGTCGTTATCATA

AGCATGTGCTTTCAATTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGTTAGTTGAGAA

AAGAAAGTGTAGATAAATATAAATAATTAAG 


