IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.1G373900

Gene Model: PhHAL.1G373900.1.p
Description: PhhEXPA-06

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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DOMAIN ARCHITECTURE
Quary saq, ww

Superfanilie: PLNOOOSO

Llst of domain hits

Name Accesslun Description Interval E-value
|+] PLN00050 super family 11535 expansin A; Provisional 61-200 549 127

SEQUENCES
Peptide
>PhhEXPA-06

MAPRQATVLTALLLASLLPLALSRGLGLGRGHVRPHAHGVGLGRRHAQPHPQPHGH
APLGGGGWSSAHATFYGGGDASGTMGGACGYGNLYSQGYGTNTAALSTALFNNGL
SCGACFEVRCEAAGGGSHSCLPGSVVVTATNFCPPNNALPSDDGGWCNPPRAHFDM

SQPVFQRIALYRAGIVPVSYRRVACNKKGGIRFTINGHSYFNLVLVTNVGGAGDVHA
VAVKGDRSPGWQAMSRNWGQNWQSNTLLDGQALSFRVTTGDGRSVVSTNAAPRG

WSFGQTFSGAQFN*

CDS (coding sequence)
>PhhEXPA-06

ATGGCGCCTCGGCAAGCAACCGTCCTCACGGCCCTCCTCCTCGCCTCGCTGLTCCC
GCTGGCGCTCTCACGCGGGCTGGGGLCTCGGGLCGCGGGCATGTGCGGCCGCACGC
GCACGGGGTGGGGCTCGGTCGCCGTCACGCCCAGCCGCACCCGCAGCCGCACGG
GCACGCCCCGCTCGGGGGCGGCGGEGTGGTCCTCGGCCCACGCCACCTTCTACGGC
GGCGGCGACGCGTCCGGCACCATGGGAGGCGCTTGCGGCTACGGCAACCTGTAC
AGCCAGGGGTACGGCACCAACACGGCGGCGCTGAGCACGGCGCTCTTCAACAAC
GGCCTCAGCTGCGGCGCCTGCTTCGAGGTCCGGTGCGAAGCCGCCGGGGGLGGE
AGCCACTCCTGCCTGCCTGGCTCCGTCGTCGTCACGGCCACCAACTTCTGCCCGCC
CAACAACGCGCTCCCGTCCGACGACGGCGGCTGGTGCAACCLCGLLCGLGLGLCCA
CTTCGACATGTCGCAGCCCGTATTCCAGCGCATCGCGCTCTACAGGGCCGGCATT
GTCCCCGTCTCCTACCGCAGGGTCGCATGCAACAAGAAGGGCGGCATCCGGTTCA
CCATCAACGGCCACTCCTACTTCAACCTGGTGCTGGTCACCAACGTGGGCGGCGC
CGGCGACGTGCACGCGGTGGCCGTGAAGGGTGACCGCTCCCCGGGGTGGCAGGC
CATGTCCCGCAACTGGGGCCAGAACTGGCAGAGCAACACGCTCCTCGACGGCCA
GGCCCTCTCCTTCCGCGTCACCACCGGCGACGGCCGCTCCGTGGTCTCCACCAAC
GCTGCCCCCCGCGGCTGGTCCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACT
GA

Nucleotide
>PhhEXPA-06

CCCACACTCGCCACGCCGCAGCCCCGCCCACCGTTCCCLCTCTCGLLCCTCCACCCC
CACCCCCACCCCCACCGTCGCCCCACCCCCTCTCCGCGCAATGGCGCCTCGGCAA



GCAACCGTCCTCACGGCCCTCCTCCTCGCCTCGCTGCTCCCGCTGGCGCTCTCACG
CGGGCTGGGGCTCGGGCGCGGGCATGTGCGGCCGCACGCGCACGGGGTGGGGLT
CGGTCGCCGTCACGCCCAGCCGCACCCGCAGCCGCACGGGCACGLCCLCLGLTEGG
GGGCGGCGGGTGGTCCTCGGCCCACGCCACCTTCTACGGCGGCGGCGACGCGTCC
GGCACCATGGGTACGTCCGCTCTAGGCTCTAGCTAACCACTTGACCCCCATGCTC
GTCACTTTCCGGTCCTAGATTGCAAAGCTCGCATCTCTCGTTTGGACTAAAATTTT
CTATCTGGATTCGTCTGTGCAGGAGGCGCTTGCGGCTACGGCAACCTGTACAGCC
AGGGGTACGGCACCAACACGGCGGCGCTGAGCACGGCGCTCTTCAACAACGGCC
TCAGCTGCGGCGCCTGCTTCGAGGTCCGGTGCGAAGCCGCCGGGGGCGGGAGCC
ACTCCTGCCTGCCTGGCTCCGTCGTCGTCACGGCCACCAACTTCTGCCCGCCCAAC
AACGCGCTCCCGTCCGACGACGGCGGCTGGTGCAACCCGCCGCGCGCCCACTTCG
ACATGTCGCAGCCCGTATTCCAGCGCATCGCGCTCTACAGGGCCGGCATTGTCCC
CGTCTCCTACCGCAGGTCTGTAGTAAAGCTGGTTCCTTTTTATGCCTGAATTTCCC
TTTCTCCTTTCGATAAACAAGAGGAATTTCGTGCAGATCTGACAATGTAGTGTCA
ATTATTTTGTTTGCTCTGCCCTGCAGGGTCGCATGCAACAAGAAGGGCGGCATCC
GGTTCACCATCAACGGCCACTCCTACTTCAACCTGGTGCTGGTCACCAACGTGGG
CGGCGCCGGCGACGTGCACGCGGTGGCCGTGAAGGGTGACCGCTCCCCGGGETG
GCAGGCCATGTCCCGCAACTGGGGCCAGAACTGGCAGAGCAACACGCTCCTCGA
CGGCCAGGCCCTCTCCTTCCGCGTCACCACCGGCGACGGCCGLCTCCGTGGTCTCC
ACCAACGCTGCCCCCCGCGGCTGGTCCTTCGGCCAGACCTTCAGCGGGGCCCAGT
TCAACTGAACCTCCACCCACCACCATCGCCGCTGCGTCAACGACGCGCGAGTAGT
AGCAGTACTAGTAGTGGATGGTCGTAGTAGTTCTTCTACGTCTCCCCCAATTGGA
ACTTGCTGGGAGGCGCCATGGTTTTATGTGTGGCGCATCTCGCATTGGTTCTTGGG
AATTACCGGTAGTTTAGGCCGAGTAAGCATGGGTTTTATCGTGCTGGTGTGAGCC
TAGAGTCAGTGTTCCTTGGTTGTTTCGGCTAGGGAATTGGAGGTGGTGGTAAAGG
CTTGGCTTGGAGATTAATGGCGGCCGCCTTGTATCACCCGCCAATCAGCGTTTTG
GGCCTCATGGTGATGGCCAAAACCTCTTGAGAGATGAGATGAGATGTTTTGTGTG
GTGAAAGCGTGCTGGTTGTTGTAATGAACCTTATCAAGTTATCCTTCAGAACCGC
TTAATTTGTGTTGGTACTTGATGTGTTAAATCTGCATCACCTGTGCCATTTCCATG
GTTCTGTCACGGCTTGGTGGTTGGTAGTCGTACTATGCCTCTTTGTTTCAGCTTTG
AGTCAATTTTGAAAGATTGATTCTAAGAAATTA





