IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0032s0087

Gene Model: Kalax.0032s0087.1.p
Description: KIEXLB-01

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXLB-01

L 1 1 1 ' 1 1 1 1 1
tibp 2y 400bp G0t $iKbp 1000 13006p 1400bp 1600p 1$00p

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE
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Query seq.
Superfanilies

PLNG3023
List of domain hits o

[+] PLNO3022 s::t'::m\ Y c )A.K-?-Ge”ilm Expansin-like B1; Provisional peseription ll;(:;;f_;al E’:?‘:&Q
SEQUENCES

Peptide

>KIEXLB-01

MAYSSRSLIFGITVLTYISAQARAAMGATCTDCFTSSRAAYYPNSDEQGTETGACGFG
TFGATINDGHVSAASDLYRGGLGCGACYQVRCKDSYYCSDNGTTVVITDSGASDRT
DFILSRRAFGRMAQTKDAAAQLLSRGVVDIEYRRISCNYPNKNIYIKIVESSNYPHYLA
FVIWYQQGLKDISVVQLCETRSLTCKLLERSYGAVWATSAPPSGPLSIRMLLSDGEED
ESWVIPTNDIPEDWKAGDVYDSGVQV*

CDS (coding sequence)
>KIEXLB-01

ATGGCTTATTCTTCGCGCTCTTTGATCTTCGGGATCACAGTGTTAACATACATTTC
TGCACAGGCTCGGGCGGCCATGGGAGCCACGTGCACCGACTGCTTCACCAGCTCC
AGGGCTGCGTATTATCCCAACTCAGACGAACAAGGAACTGAAACGGGAGCTTGC
GGTTTTGGGACATTCGGTGCAACCATCAACGACGGACATGTATCCGCCGCCTCTG
ACCTCTACCGCGGCGGCCTTGGCTGTGGCGCTTGCTACCAGGTGAGATGCAAGGA
CAGTTACTACTGCTCTGACAATGGAACCACAGTTGTGATAACCGACAGCGGGGCA
AGTGATCGCACAGACTTCATCCTGAGCCGACGAGCATTTGGCCGTATGGCTCAAA
CCAAGGACGCCGCTGCTCAGCTCCTGTCCCGTGGCGTGGTAGACATCGAATACCG
CCGTATCTCCTGCAACTATCCCAACAAAAATATCTACATAAAGATCGTCGAGAGC
AGCAACTACCCTCACTATCTAGCCTTTGTCATATGGTATCAACAAGGCCTGAAAG
ACATATCCGTCGTCCAACTATGCGAGACTCGAAGCCTGACCTGCAAGCTGTTGGA
ACGAAGCTACGGGGCGGTGTGGGCGACGAGCGCTCCCCCGAGCGGGLCCTCTTTC
GATACGAATGTTGCTCAGCGACGGGGAGGAGGATGAGTCGTGGGTGATCCCGAC
AAATGACATACCTGAGGATTGGAAGGCGGGCGACGTATACGACTCCGGCGTTCA
AGTGTAG

Nucleotide
>KIEXLB-01

AGGTAGGTTGCAAATTCAAGCTCAACAACACTTTTCAACCCATTTACCAACACAA
ACCCACTACCAGAAAAGAAGGCCAGAGCTCAAATGGGCACAACACTATAAAAAG
GATGCACAAGCTCCTTAGCTCCTTAAGAACTTCTTCTTTCCTCTTAGCAGTTTTAC

TACAAGCTACATCAAAGAGCTCCAAATGGCTTATTCTTCGCGCTCTTTGATCTTCG
GGATCACAGTGTTAACATACATTTCTGCACAGGCTCGGGCGGCCATGGGAGCCAC



GTGCACCGACTGCTTCACCAGCTCCAGGGCTGCGTATTATCCCAACTCAGACGAA
CAAGGAACTGAAAGTGAGCCCTTAATCACTTCCCAGCTAGCTCTAACTGGCTAAG
CAAGCAGTAGTTTTTTTTACTTTTGTTTAAGCGTTTTCGGGCTTAAAGTTGATTTTC
TGACTCTGAATTTAAGCGGGAGCTTGCGGTTTTGGGACATTCGGTGCAACCATCA
ACGACGGACATGTATCCGCCGCCTCTGACCTCTACCGCGGCGGCCTTGGCTGTGG
CGCTTGCTACCAGGTTTCAAATATAAACTAGCAATTATCAGTAGAACACCTTGGG
ATTTTTTTTATATATTTGTAAATAACATTTTCAGGTGAGATGCAAGGACAGTTACT
ACTGCTCTGACAATGGAACCACAGTTGTGATAACCGACAGCGGGGCAAGTGATC
GCACAGACTTCATCCTGAGCCGACGAGCATTTGGCCGTATGGCTCAAACCAAGGA
CGCCGCTGCTCAGCTCCTGTCCCGTGGCGTGGTAGACATCGAATACCGCCGGTAA
AACATCCACACCTTCCCCTTAAAACTACTACAATCAATCTCTCATTCACATTCATA
GAATTATTATTTATTCCGATATTAACGGTATATGACAATTTTCCAGTAAAATCAAT
AATACTTCTTTATAAATTTTAGTACTTAAATGCTCGGATAGACGGATACTAATTAT
CTTTATAAATATAATTAAAATTTTATCCGTCTTTATTACTGATATGATATAAGTGA
AAATTGATTTATATTTAATAGTATCTCCTGCAACTATCCCAACAAAAATATCTACA
TAAAGATCGTCGAGAGCAGCAACTACCCTCACTATCTAGCCTTTGTCATATGGTA
TCAACAAGGCCTGAAAGACATATCCGTCGTCCAACTATGCGAGGTTCGTTTTCTTT
TTCTCACAAACCATTCGGTATTTTTCTCTTTGATTTTCACACATGTTACTCGCCCGT
CTTGAAAATTTTTACGTTTTTGCCTTTTGAAACGATGATTTGATTAGTTTTTATGGT
AAATATTATAATAACGAGTATTGATATGTTCCACGATAATATTTCTGCATCACAAT
ATTTTATCATCTAGAAATTTTACAACACATAAATTTAAGGGACAAATAAAAGAAA
ACCAAGGAAGTAACTAATCTATTGTACAGCATCTCTACTAATCTTGTGCTTGTTTG
GTGACCAGACTCGAAGCCTGACCTGCAAGCTGTTGGAACGAAGCTACGGGGCGG
TGTGGGCGACGAGCGCTCCCCCGAGCGGGCCTCTTTCGATACGAATGTTGCTCAG
CGACGGGGAGGAGGATGAGTCGTGGGTGATCCCGACAAATGACATACCTGAGGA
TTGGAAGGCGGGCGACGTATACGACTCCGGCGTTCAAGTGTAGGCTTCTTCAAGG
ACTAGTTTCTTTCATATGCCAAGAACATGTCAATTTCCTTTTATAATTTTAGATGA
TGAATTTTTTCCGGCTCTCATGAATCATTAAGTTTGCACCTGACAAGTCAAGGCCT
GATCTCCTATCAAGCTGATCTTTTTGTGCTGATTCATCTGAAAATGCATCCGGGAA
GGAGGCTAAAACTCCGCCTTTTATCCTCCACCTGCAAAAAATATT






