
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.6G251700 

Gene Model: Seita.6G251700.1.p 

Description: SitEXPA-19 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXPA-19 

MAPPPATSRRGPLVVPLLLLLAALDVAGASGHKPLTPGGRLVHHNHGKFTAGPWKP

AHATFYGGRDGSDTTAGACGYKDTRAEGYGVQTVAVSTVLFGDGAACGGCYEVRC

VDSPHGCKAAAAAPLVVTATNLCPPNYQQSSDNGGWCNPPREHFDLSMPAFLQIAEE

KAGIVPISYRRVACVKQGGIRYTITGNRYFNMVMVTNVGGAGDLAAVSVKGSKRVK

WTELKRNWGQVWQTGEDLTGESLTFRLMTSDHRKATSWHVLPTNWQFGVTYEAT

KNF* 

CDS (coding sequence) 

>SitEXPA-19 

ATGGCACCACCGCCGGCGACGTCGAGAAGAGGTCCTCTCGTCGTGCCGCTGCTGC

TGCTGCTGGCGGCGCTCGACGTCGCAGGTGCGAGCGGCCACAAGCCCTTGACGCC

CGGCGGGCGCCTGGTGCACCACAACCACGGCAAGTTCACGGCCGGCCCCTGGAA

GCCCGCGCACGCCACCTTCTACGGCGGGCGCGACGGCTCCGACACGACGGCGGG

CGCGTGCGGGTACAAGGACACGCGGGCGGAGGGGTACGGCGTGCAGACGGTGGC

GGTGAGCACGGTGCTGTTCGGCGACGGCGCGGCGTGCGGCGGATGCTACGAGGT

GCGGTGCGTGGACAGCCCCCACGGCTGCAAGGCGGCGGCGGCGGCGCCGCTGGT

GGTGACGGCGACGAACCTGTGCCCGCCCAACTACCAGCAGTCGAGCGACAACGG

CGGGTGGTGCAACCCGCCGCGGGAGCACTTCGACCTGAGCATGCCGGCGTTCCTG

CAGATCGCGGAGGAGAAGGCCGGGATCGTGCCCATCTCCTACCGGCGGGTGGCG

TGCGTGAAGCAGGGCGGCATCCGCTACACCATCACCGGGAACAGGTACTTCAAC

ATGGTGATGGTGACCAACGTGGGCGGCGCCGGCGACCTGGCGGCGGTGTCGGTG

AAGGGGAGCAAGCGCGTCAAGTGGACGGAGCTGAAGCGCAACTGGGGGCAGGT

GTGGCAGACCGGGGAAGACCTCACCGGAGAGTCGCTGACGTTCCGGCTGATGAC

CAGCGACCACCGCAAGGCCACATCCTGGCACGTCCTCCCCACCAACTGGCAGTTC

GGCGTCACCTACGAGGCGACCAAGAACTTCTAG 

Nucleotide 

>SitEXPA-19 

ATGGCACCACCGCCGGCGACGTCGAGAAGAGGTCCTCTCGTCGTGCCGCTGCTGC

TGCTGCTGGCGGCGCTCGACGTCGCAGGTGCGAGCGGCCACAAGCCCTTGACGCC

CGGCGGGCGCCTGGTGCACCACAACCACGGCAAGTTCACGGCCGGCCCCTGGAA



GCCCGCGCACGCCACCTTCTACGGCGGGCGCGACGGCTCCGACACGACGGCGGG

CGCGTGCGGGTACAAGGACACGCGGGCGGAGGGGTACGGCGTGCAGACGGTGGC

GGTGAGCACGGTGCTGTTCGGCGACGGCGCGGCGTGCGGCGGATGCTACGAGGT

GCGGTGCGTGGACAGCCCCCACGGCTGCAAGGCGGCGGCGGCGGCGCCGCTGGT

GGTGACGGCGACGAACCTGTGCCCGCCCAACTACCAGCAGTCGAGCGACAACGG

CGGGTGGTGCAACCCGCCGCGGGAGCACTTCGACCTGAGCATGCCGGCGTTCCTG

CAGATCGCGGAGGAGAAGGCCGGGATCGTGCCCATCTCCTACCGGCGGGTGGCG

TGCGTGAAGCAGGGCGGCATCCGCTACACCATCACCGGGAACAGGTACTTCAAC

ATGGTGATGGTGACCAACGTGGGCGGCGCCGGCGACCTGGCGGCGGTGTCGGTG

AAGGGGAGCAAGCGCGTCAAGTGGACGGAGCTGAAGCGCAACTGGGGGCAGGT

GTGGCAGACCGGGGAAGACCTCACCGGAGAGTCGCTGACGTTCCGGCTGATGAC

CAGCGACCACCGCAAGGCCACATCCTGGCACGTCCTCCCCACCAACTGGCAGTTC

GGCGTCACCTACGAGGCGACCAAGAACTTCTAG 


