
IDENTIFICATION 

Species: Lactuca sativa 

Locus: Lsat_1_v5_gn_8_132761 

Gene Model: Lsat_1_v5_gn_8_132761.1 

Description: LsEXPB-09 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lsativa_V8  

KEGG: https://www.genome.jp/entry/T05352  

EXTERNAL RESOURCES 

https://lgr.genomecenter.ucdavis.edu/  

https://www.lettucegdb.com/  
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LsEXPB-09 

MALISYTNSYIGKICVAMTWWFAAVVFQSLEISGGPIMNSVNSHWRPATATWYGSPE

GDGSDGGACGYGSLVDVKPFRARVGAVSPILFKAGEGCGACYKVKCLDKSICSRRA

VTVIITDECPGGYCSGGNTHFDLSGAAFGRMAVSGDHNQLRNRGVLNIVYRRTPCKY

PGRNIAFHVNEGSTNYWLSLLVEFEGGDGDVGSMHIREARSTEWLEMSHVWGANW

VIVRGPLRGPFSVKLTTLSTKRTLSARDVIPGNWAVKATYTSRLNFSP* 

CDS (coding sequence) 

>LsEXPB-09 

ATGGCGCTTATATCATACACCAACAGCTACATTGGCAAAATATGTGTTGCTATGA

CGTGGTGGTTTGCGGCTGTGGTGTTTCAGAGTTTGGAGATCTCCGGTGGGCCGAT

TATGAACTCCGTCAACTCACATTGGCGTCCGGCCACCGCGACGTGGTACGGCAGT

CCAGAAGGCGATGGAAGCGATGGTGGCGCGTGTGGATACGGATCTCTGGTTGAT

GTGAAGCCATTTAGAGCGCGTGTAGGAGCAGTGAGTCCAATTCTGTTTAAGGCGG

GTGAAGGATGTGGGGCATGTTATAAAGTCAAGTGTTTAGATAAATCAATCTGTTC

TCGCCGGGCGGTGACCGTTATTATCACCGACGAATGTCCCGGCGGTTACTGCTCC

GGCGGAAACACCCATTTTGACCTCAGCGGCGCCGCCTTTGGTCGCATGGCGGTTT

CCGGCGATCACAACCAGCTCCGTAACCGCGGCGTACTGAACATCGTTTATCGCCG

GACACCATGCAAATATCCAGGAAGAAACATTGCATTTCACGTAAACGAAGGATC

TACAAATTACTGGCTTTCACTTCTGGTCGAATTCGAGGGTGGAGATGGGGATGTT

GGATCGATGCATATCAGAGAGGCGAGGTCAACAGAGTGGCTAGAAATGAGCCAT

GTTTGGGGAGCGAACTGGGTGATAGTTCGAGGACCTCTCAGAGGACCATTTTCCG

TCAAACTCACCACCCTGTCCACCAAAAGGACTCTGTCAGCAAGGGATGTGATTCC

CGGAAATTGGGCAGTCAAAGCCACTTATACGTCCCGTCTTAACTTTTCCCCTTAA 

Nucleotide 

>LsEXPB-09 

TGAAAAGCTCAGTCCTAACACCGTGGAAATCCAACTCTGTAAACCCAGTGTCGGC

ATTCTCTCTCTCTCATCTTTTTTCTCTCTCTAAAACTTGTTTGTTATACGTACCTCGT

GTACTCCGCCGCCGGCCGACACGGTGGTTGTGTTTTTCCTTCCACGATGGCGCTTA



TATCATACACCAACAGCTACATTGGCAAAATATGTGTTGCTATGACGTGGTGGTT

TGCGGCTGTGGTGTTTCAGAGTTTGGAGATCTCCGGTGGGCCGATTATGAACTCC

GTCAACTCACATTGGCGTCCGGCCACCGCGACGTGGTACGGCAGTCCAGAAGGC

GATGGAAGCGATGGTAATTTCATTAATTTTACTAATTTTACTAATTTCAGTAATTT

GAGTGATTTGATTTCTGTTTAAAGCAACAAATCTAGTTTTTTACGCAGAAGTGACT

TGTCCTCTATGCTTCTTTGATTTGTACATTTCTGTTCAATTTGTTGACTGAAATCAG

TGAATGAAACCTGAGTGAGTGTGTGTAAATTGTAATAATGTAATTCCACTCTCGT

AGGTGGCGCGTGTGGATACGGATCTCTGGTTGATGTGAAGCCATTTAGAGCGCGT

GTAGGAGCAGTGAGTCCAATTCTGTTTAAGGCGGGTGAAGGATGTGGGGCATGTT

ATAAAGTCAAGTGTTTAGATAAATCAATCTGTTCTCGCCGGGCGGTGACCGTTAT

TATCACCGACGAATGTCCCGGCGGTTACTGCTCCGGCGGAAACACCCATTTTGAC

CTCAGCGGCGCCGCCTTTGGTCGCATGGCGGTTTCCGGCGATCACAACCAGCTCC

GTAACCGCGGCGTACTGAACATCGTTTATCGCCGGTATTCACGCAGTCCTTTAAC

GGCTTTTAGTTAAATTAACAGTCGTTTGTTTTTCTTTTTGGTCAGTTTGGTTTCAGA

TTTTTATTAAAAAATACATATTTTTAATTAACGTGGATCAATCTTTCTATAAATGC

TACATGGCCCCCACCACTATTCAAAAATGACAACATCCACCCCTTAGTTTTTATTT

TTTATAACTAATTAGTTCTTACAACATGTACTTTCAATATATGCTAAGAGACACTT

TCACCATCAAAATCTTTATAAAGTTAAAAAAAAATCTGAATAATTTTTTAATCCCT

GAAACTCATCACATTGTTATAAGACCTTTAAGTTTGTTCGCACAGTGAGCAAACT

TAAAACTGTTGAAAACTAAATTTAATATTTCTAAAATTATGTTATATTGTTATAAC

AGTTGTAAGTTTATTCACATAGTTAATAAACTTAAAATTGTTTAAAACTAAATTTA

ATATCTTTAAAATTATGTTATAGTTATAACAATTTTAAGTTTGTTCACACGGTAAG

ACCTTTAAGTTTGTTCGCACAGTGAGCAAACTTAAAACTGTTGAAAACTAAATTT

AATATTTCTAAAATTATGTTATATTGTTATAACAGTTGTAAGTTTATTCACATAGT

TAATAAACTTAAAATTGTTTAAAACTAAATTTAATATCTTTAAAATTATGTTATAG

TTATAACAATTTTAAGTTTGTTCACACGGTGAATAAACTTAAATTGTTTAAAGTTA

ATATATATATATATATATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTT

GTGAACAAATTTAAAACTATTTAAAACTAAATTTAATATTTCTAGAATTATGTTTA

TATTGTTATAATAGTTTTAAGTTTGTTCACATCGGTTGAACAAACTTGAAACTGTT

TAAAACTAAATTTAATCTCTTTTTTAAAAGAGAAAATTTAATATCTTTAAAATAAT

GTTATTGAATTACACCGATCTACTTAACATAATTATTATTCCAAATACATATTAAT

TATTTTTATCTATTTTTTATATAAAATATAGGACACCATGCAAATATCCAGGAAGA

AACATTGCATTTCACGTAAACGAAGGATCTACAAATTACTGGCTTTCACTTCTGGT

CGAATTCGAGGGTGGAGATGGGGATGTTGGATCGATGCATATCAGAGAGGTATA

ATTTTCTATATAATATATATTAATTTTATTTTATATATCAATTTGATAAATAAAAG

ATACATATATAAAAAGATAAAACAAAATCAAGATTTAATCTTAAATCTTAGGTTA



ATGACAAGAAGTGGGAATTAAAAAAACATGTAATGGGAGAAAAATGCATCTAGA

AAAGACGAATAAAGAAATGGAAAATGTGGTGGCGGGCAGATGGGCAAAATAGT

CAAAAGAAAGTACTTTTGATCAGCTTTATAAAAACACATACACACACACACTTGC

ATAAAAGAAGCATGGAGAAATCCGAATGTGTCGGATACAGAATATAACACCCTT

TTAACTCAGTGTCCAACATTTTATAGCATACACGATTACATAAATAGACGTGCAA

TTAAAATAATTAGAAAAACGTTATGTGATTGATTGGTGAAGTTAATATCGTTGGT

GGTAGTTAATTCTGATAATGGTTTCGCTTTTGGAGAATTTTTTATTTAATTAAAAT

AAAACAAAAGCACTTATTTCAAGTTTTAATCAACATTTTCCCCAAATTTCATCTTC

AATTATTTTCTACTCCCTAGTGCTAACAATGCTGCGACACCCATTATAGCTTGTCC

AATCAATCAAAGATATTTCTTATATATATAAAAAGAAAATATAAATATGATTTTA

CATATATATTGACAAATAAAAATTAAATTATTTTTATTATGTTTCATTTTATTTTTT

AGTCACTAAAATACTATATTTTTATAACATAAATAGTCAAGTAAAAAAATAAAGT

GTTTTTATTAAAATATTATCGTTTTATATTGTCTGCAAACAATCTGTATACTATAC

GGATTGTACGATTCTTTAAAATATATATATTATTGTGTAAGACAAAAAAAATTAT

ATGGATAACTTTCCTTACAAAAAGGTTAAATTACACAGAAACGGAGTTATTTTAG

TATTTTATCCATTTAGCTATTATTTTCTAATAATAATTCACTATCAAAATCTATAA

AATAATAAATATATATTGTGTTTGCCATATTTTTTTTCTTGACATCAAATTATCGA

AACCAGATAACTTTATCTGTAATAAATGGTTTTTATAAACGTTAAAAAGAATCTA

TACCGGTTTACTTACGAACGAAATACATGTTCCAAAATACAAATCTAACGTTTTA

TCTGTGTTAAACACAGGCGAGGTCAACAGAGTGGCTAGAAATGAGCCATGTTTGG

GGAGCGAACTGGGTGATAGTTCGAGGACCTCTCAGAGGACCATTTTCCGTCAAAC

TCACCACCCTGTCCACCAAAAGGACTCTGTCAGCAAGGGATGTGATTCCCGGAAA

TTGGGCAGTCAAAGCCACTTATACGTCCCGTCTTAACTTTTCCCCTTAACCGTTAA

CAGTATTAACACTCGTCGAAAGGTTCAAAAGTTTGGTTCCGAAAAAATATATATA

TGTTTTTACTTTTTACCCCTTTTAATTTTGACATTCCTAAATAAGAAGAAAGCAAA

AATACCCAAATCACCTATTCCATCGCAAGGTCAAAAGGGTAATTTTAAGCTAAGA

CCTATCACATCAAATGGAGCCGTTATATCAGTTGGTGTTTTTTTTGGTGATGGAGA

AGGGAAAGAAGTAACCGTTGGGAGTGGGTATCCGTTTGGCTTTCTGTGGTATTTA

ATTATATAATATATATATAAAATATAATATATAGTGTTGTTATTTGTTAAGTCAAG

TGGTTGTTTTGTAATTTAGTGTCTGTTTGAGGGTATTTTGCAGCCCCTCTCCAAAG

GGAGAGTGAGCGCGCCTTTTTTTTTCTTTGTTTTTTTTTTTTTTTTTTTTTTGGGATT

AATATATGTAAACGCTTTTAGGGTGTGAGGACCTTTTGGTCTTTTTATGTAGGCGT

GGTGGGTTGGGTTTGGCCTTTTGTATGGTTTGTTGATTATAGTTTGTTGTGCCATG

TTGGATTAAATGGAACCTTTTGTATCTTCTCTTCTTCTTTTAATATATATAACATGT

GAGT 




