IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006647631

Gene Model: XP_006647631.1
Description: ObEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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Query seq.

bimting site
Specific hits — Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins ... 76-188 2.61e-66
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pl and Plil from Lolium perenne. 196-274 4.59e-29

MAKSCTLVLLVALVGLSLLASPIACSRKLSKPKPRARPSMQKPVVRAHNNYTGGSPS
SATVTSGWAAAGATYYGAPNGDGSDGGACGSQPAVGQRPFSSMIAAGSPSLFKGGK
GCGACYEVKCTTNAACSGQPATVVITDECPGGICLAGAAHFDMSGTSMGAMAKPG
MADKLRAAGILQVQYRRVPCKYSGVNIAFRVDQGANPFYFEVLIEFEDGDGDLNAV
DLMEAGSGAWTPMVOQNWGALWRYNSNTGKALKAPFSLRLTSDSGKVLVANSVIPA
SWKPGMTYRSLVNYS

CDS (coding sequence)
>ObEXPB-02

TCGAACTGACCATATCTAGCTAGCTAGCTATCTCTCTCTCGAGCTACTACGAGTAG
TTGGCTAGCTAGAGGAAGCTGCAGCAATGGCGAAATCCTGCACCTTGGTACTTCT
TGTCGCACTGGTCGGGCTCTCACTCCTCGCGAGCCCCATTGCTTGCTCCCGCAAGC
TCAGTAAGCCGAAGCCGAGGGCGAGGCCGAGCATGCAGAAGCCGGTGGTCCGGG
CTCACAACAACTACACCGGTGGTAGCCCGTCGTCGGCGACGGTCACCAGCGGCTG
GGCCGCCGCCGGCGCGACGTACTACGGCGCTCCTAACGGCGACGGCAGTGACGG
CGGCGCTTGCGGCTCCCAGCCCGCCGTCGGGCAGCGGCCCTTCTCGTCGATGATC
GCCGCCGGGAGCCCGTCGCTGTTCAAGGGAGGCAAGGGCTGCGGGGCGTGCTAT
GAGGTTAAATGCACGACCAACGCAGCTTGCTCCGGCCAGCCAGCCACCGTCGTCA
TCACCGACGAGTGCCCCGGGGGGATCTGCCTCGCCGGCGCGGCGCATTTTGACAT
GAGCGGCACCTCCATGGGCGCCATGGCCAAGCCCGGCATGGCCGACAAGCTCCG
CGCCGCCGGTATCCTCCAGGTTCAGTACAGAAGGGTGCCATGCAAGTACAGTGGC
GTCAACATCGCCTTCAGGGTTGACCAGGGCGCGAACCCGTTCTACTTCGAGGTGC
TCATCGAGTTCGAGGACGGCGACGGCGACCTCAACGCCGTCGACCTCATGGAGG
CCGGCTCCGGCGCCTGGACGCCGATGGTGCAGAACTGGGGCGCACTCTGGCGGT
ACAACTCCAACACCGGCAAGGCGCTCAAGGCGCCCTTCTCTCTCCGGCTCACCTC
CGACTCCGGCAAGGTGCTCGTCGCCAACAGCGTCATCCCGGCCAGCTGGAAGCCG
GGGATGACGTACCGCTCCTTGGTGAACTACTCCTAAATTAATTACAGCTCCATAT
ATGGCTAGATTTTCACTGCACCGTGCCCATGCAAGAAAGCTAGCGCAGTGCAGTT
GCAGAGTGTGGTAAATTGGTAAATTATAATTAGCCTCCGGTTAATTATATGGCGG
GAAATGTGCGTCCGGGTGTTGCGAGAGGCGGTGTCAGAAGAGGAGGAAGGAGGT



TTAAGAATCGGGTTCTTCCCTCCACGGTCTCTGCATTCCCCTAGTGATGTGTCGTC
GTCGTCAATCGATTTGTCTGTAATTTTTTTTTCTTCTTCTTCCTCTGTTGTGATGTTG
AGAAGCTTGAGCTGCAACTAAATGTTGCAAGGCCGATGTATCAAGTTTGTGTGTG
TGTGTTTTTTTCTGTACCACGCAATCTTTCAGATAAATGAATTAGTACTGTCAGAA
GATTTCTG

Nucleotide
>0ObEXPB-02

CAGGATTGAACGAGGCGGTGCATGGTTTTCAGACTTGACTGTTAGTTGTGGATGT
TTTTTTCCACATATTCCAACCACAAGACACTAGAAAATTGTATAATTAAGCATCTC
TTGATTGTTCTGTAGTCTACTGAAAAAAAAATATACAACAATGTTACTAGTGCCT
GATAAGTTGATCTTCGAACAATGTGCGCTTATAGCAGGTACATTGCTCCCAGATT
AAATTTCTCAACTTGTCTTCCCAATTGTACTTCACCCATTCCATTTTCTTACAAGA
ATTCAGCTCGCCTTTTACTCTATTTTTTTTGTAGGTCATGAATACTGATCGAAAAT
CATCAACAGTTCGTTTAGCTTTTTTTCTTGCACCAACTTGTCACGTTCTCACCAAT
AATTTCGAACGGCAGAATCCCCAAATTTCTTGCCACGAACGTCTGCATCCCTTCG
AAATTCCCTATAAATACCCCCTACTCGGCAACTCCCTGCAACTCACCCAAGAACA
CTCGAACTGACCATATCTAGCTAGCTAGCTATCTCTCTCTCGAGCTACTACGAGTA
GTTGGCTAGCTAGAGGAAGCTGCAGCAATGGCGAAATCCTGCACCTTGGTACTTC
TTGTCGCACTGGTCGGGCTCTCACTCCTCGCGAGCCCCATTGCTTGCTCCCGCAAG
CTCAGTAAGCCGAAGCCGAGGGCGAGGCCGAGCATGCAGAAGCCGGTGGTCCGG
GCTCACAACAACTACACCGGTGGTAGCCCGTCGTCGGCGACGGTCACCAGCGGCT
GGGCCGCCGCCGGCGCGACGTACTACGGCGCTCCTAACGGCGACGGCAGTGACG
GTTAGTGCTTGGTTGCTGTACAGTACATGCGTTGCGCGTTTGGTCGAGGAGCTGG
AACTGAAATGGAACCGGTGAAACATGCATGCAGGCGGCGCTTGCGGCTCCCAGC
CCGCCGTCGGGCAGCGGCCCTTCTCGTCGATGATCGCCGCCGGGAGCCCGTCGCT
GTTCAAGGGAGGCAAGGGCTGCGGGGCGTGCTATGAGGTCAGCCACACACGACA
TGCATTACTGACACAAGCAGTGTGGTGTGGTCACACGGGCTAGGCTAGCTATTAC
TGCTGCCAGAGCTTCGTGTAGCTCCATTAATGGCGGAAAGTGGTCGGCTGATCCT
AACTCAATGCGCTCATGTGGTCGTGTACGCAGGTTAAATGCACGACCAACGCAGC
TTGCTCCGGCCAGCCAGCCACCGTCGTCATCACCGACGAGTGCCCCGGGGGGATC
TGCCTCGCCGGCGCGGCGCATTTTGACATGAGCGGCACCTCCATGGGCGCCATGG
CCAAGCCCGGCATGGCCGACAAGCTCCGCGCCGCCGGTATCCTCCAGGTTCAGTA
CAGAAGGTATCAAATCGCACTCAAGCTTTCACAGATTAATCAATGGAAGCTAGCG
GTATCGACATTGGCGCTTAATTAATTCCGTTGATCTCGATCTCGTAGGGTGCCATG
CAAGTACAGTGGCGTCAACATCGCCTTCAGGGTTGACCAGGGCGCGAACCCGTTC
TACTTCGAGGTGCTCATCGAGTTCGAGGACGGCGACGGCGACCTCAACGCCGTCG
ACCTCATGGAGGCCGGCTCCGGCGCCTGGACGCCGATGGTGCAGAACTGGGGCEG
CACTCTGGCGGTACAACTCCAACACCGGCAAGGCGCTCAAGGCGCCCTTCTCTCT
CCGGCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAGCGTCATCCCGGCC
AGCTGGAAGCCGGGGATGACGTACCGCTCCTTGGTGAACTACTCCTAAATTAATT
ACAGCTCCATATATGGCTAGATTTTCACTGCACCGTGCCCATGCAAGAAAGCTAG
CGCAGTGCAGTTGCAGAGTGTGGTAAATTGGTAAATTATAATTAGCCTCCGGTTA
ATTATATGGCGGGAAATGTGCGTCCGGGTGTTGCGAGAGGCGGTGTCAGAAGAG
GAGGAAGGAGGTTTAAGAATCGGGTTCTTCCCTCCACGGTCTCTGCATTCCCCTA
GTGATGTGTCGTCGTCGTCAATCGATTTGTCTGTAATTTTTTTTTCTTCTTCTTCCT




CTGTTGTGATGTTGAGAAGCTTGAGCTGCAACTAAATGTTGCAAGGCCGATGTAT
CAAGTTTGTGTGTGTGTGTTTTTTTCTGTACCACGCAATCTTTCAGATAAATGAAT
TAGTACTGTCAGAAGATTTCTGTACTTCTCTGAAACCCATGATCTGTCTCAAGTGC
AATTCTCAGTTTTTACTCAGCAGTCCTTGGTCTATGATCTCTGAACCACTGAAGTA
CAAGTTGCAGTTTGAAACCCTGGACAATCAACCAGTACCTTGAACTGCATATGCA
TTAGAGCAAGATCAATAGTATAGCCAACTACTGGCTTCAATTTATTTAATAACCA
GTACATACAATAGCTACCTATAAAACATGTAATACTTTGTCTCACCTGTCATATAT
ATATATATTGTCTCTTTAAGTTTATGTTGTTGCTGACTATATAAATCTGTAGCTCA
CTGTTCTTATCTTTCTTTTCTTATTTCCTTGAAATATATTTATAGTTAGCCTATAGT
ATATTATTGTACATGCTCTTACGTAACAAAGCAATATTAGCTTAGAGACTACTCCC
CCTATCAAAACAACTTCTGGAAATGAATTGGGTATCTAGATTCACACTCGGAAGT
TTGTTCATTATGGGATTATG





