IDENTIFICATION

Species: Populus deltoides

Locus: Podel.16G103400

Gene Model: Podel.16G103400.1.p
Description: PAEXPA-22

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Superfanilies PLNQOOOS50

= Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisional 62-285 1.18e-86
SEQUENCES

Peptide

>PdEXPA-22

MASPLKPMLATLLLLAIAFPNCHAKSKPSLSGKQAIHHAIGRLAHDIELPERHKPKFQP
GPWKESHATFYEGGSGTFGGACNYKDVAGQGYGMNTAALSSVLFKNGQACGACFE
IKCADNPQWCKLGQPSLIVTATDHCPPNPSLPNDNGGWCNVPREHFDVAKPVFSQLA
EYEAGIIPIQYRRVPCQKQGGIRFTILGNPWFYQVIVWNVGGAGDVVGVQVKGDDKL
KWTQMERDWGTTWKTSAILLGESLSFRVSASDDRDSTSWHVTPKNWQFGQTYEGK
NFK*

CDS (coding sequence)
>PdEXPA-22

ATGGCATCGCCTTTGAAACCCATGTTAGCAACATTGCTGCTTTTAGCCATTGCCTT
TCCTAATTGCCATGCAAAATCAAAACCTTCCCTCTCAGGGAAACAAGCCATTCAC
CATGCAATTGGACGACTAGCCCACGACATTGAACTTCCCGAAAGGCATAAACCA
AAGTTCCAGCCAGGCCCATGGAAGGAATCTCATGCAACTTTCTATGAAGGCGGCT
CAGGAACATTCGGGGGAGCATGCAATTACAAAGATGTTGCGGGCCAAGGATATG
GCATGAATACAGCTGCACTGAGCAGTGTTCTGTTCAAAAATGGACAGGCCTGTGG
TGCTTGTTTCGAAATCAAGTGCGCTGACAACCCTCAATGGTGCAAGCTAGGGCAG
CCATCTCTCATTGTCACTGCAACTGACCATTGCCCACCAAATCCATCTCTCCCAAA
TGACAATGGAGGCTGGTGCAATGTGCCACGTGAGCATTTCGATGTAGCCAAGCCT
GTATTTAGCCAGCTTGCTGAGTACGAGGCCGGCATTATTCCAATCCAATATCGCA
GGGTTCCATGCCAGAAGCAAGGAGGTATTCGATTCACTATATTGGGGAATCCTTG
GTTCTATCAGGTCATTGTGTGGAATGTAGGGGGAGCTGGAGATGTTGTTGGTGTT
CAAGTGAAGGGAGATGACAAGCTCAAGTGGACGCAAATGGAACGAGATTGGGG
GACAACTTGGAAAACCAGTGCTATTTTGCTTGGAGAGTCGCTATCCTTCCGTGTTA
GTGCAAGCGATGACAGGGACTCGACTTCATGGCATGTTACCCCTAAAAACTGGCA
ATTTGGCCAGACATACGAGGGCAAGAACTTCAAATAG

Nucleotide
>PAEXPA-22

ATGGCATCGCCTTTGAAACCCATGTTAGCAACATTGCTGCTTTTAGCCATTGCCTT
TCCTAATTGCCATGCAAAATCAAAACCTTCCCTCTCAGGGAAACAAGCCATTCAC
CATGCAATTGGACGACTAGCCCACGACATTGAACTTCCCGAAAGGCATAAACCA



AAGTTCCAGCCAGGCCCATGGAAGGAATCTCATGCAACTTTCTATGAAGGCGGCT
CAGGAACATTCGGTATCGATGCTTTCTTTTCCTTTTTTCCCAAATTTTTTTTTTACC
CTTCACAAGTGATCGATAATCCTGTTCACCTTACAAAACGACCAAATCCAACTTC
CAATATGGTCTTTTCGTTAGCTAAAATTCCATTCAATATTGCGAGGCTTCTTGCCA
AGAGCAGTATGATGAGAACATTTTTCTATATTTTCATTAAAAATACATTGTAAAA
AAGAAACAAAGAACATCGAGTCCTCGAGCATCTGACGATATTAATTGTAACTACT
AGTAGATTATTTTCACTGTTCCTGGACTAACGTTTTTTGTACAGGGGGAGCATGCA
ATTACAAAGATGTTGCGGGCCAAGGATATGGCATGAATACAGCTGCACTGAGCA
GTGTTCTGTTCAAAAATGGACAGGCCTGTGGTGCTTGTTTCGAAATCAAGTGCGC
TGACAACCCTCAATGGTGCAAGCTAGGGCAGCCATCTCTCATTGTCACTGCAACT
GACCATTGCCCACCAAATCCATCTCTCCCAAATGACAATGGAGGCTGGTGCAATG
TGCCACGTGAGCATTTCGATGTAGCCAAGCCTGTATTTAGCCAGCTTGCTGAGTA
CGAGGCCGGCATTATTCCAATCCAATATCGCAGGTCACATGACTTTTCAATCTTTT
CCCATTTGGCAATATTTTAAAATTTAGAAGGGTTGAGTTTCTTAATTAAAAGCGTT
CATTTCCCTGCAGGGTTCCATGCCAGAAGCAAGGAGGTATTCGATTCACTATATT
GGGGAATCCTTGGTTCTATCAGGTCATTGTGTGGAATGTAGGGGGAGCTGGAGAT
GTTGTTGGTGTTCAAGTGAAGGGAGATGACAAGCTCAAGTGGACGCAAATGGAA
CGAGATTGGGGGACAACTTGGAAAACCAGTGCTATTTTGCTTGGAGAGTCGCTAT
CCTTCCGTGTTAGTGCAAGCGATGACAGGGACTCGACTTCATGGCATGTTACCCC
TAAAAACTGGCAATTTGGCCAGACATACGAGGGCAAGAACTTCAAATAG






