IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G395200

Gene Model: Pahal.9G395200.1.p
Description: PhEXPB-30
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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DOMAIN ARCHITECTURE

site 4 AL
specific hits [ 3

B | Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_EXPE_N cd2227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 51-172 3.01e-73
[ Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, PIl and PIIl from Lolium perenne. 182-257 2.97e-29

MGYLPNAVAVAVAVAAVLAAALVTGGSCDSSSAPNKVPPGPNVTTGYDGRWLAAK
ATWYGKPVGAGPDDSGGACGIKDVDRPPYSGMTSCGNGPIFKDGKGCGSCYEIRCN
APEECSNNPVTVFITDMNYDPIAPYHFDLSGTAFGAMATAGLQDKLRHRGIIDLEFRR
VQCKYAAGQKIVFHVEHGSNPNYLAVLVKFVAGDSDVVQMDLKEKASPEWEPMRL
SWGTIWRMDTPRALRGPFSIRLTSESGEKLVATDVVPENWIPNTVYESNIQF*

CDS (coding sequence)
>PhEXPB-30

ATGGGGTACCTGCCCAACGCCGTGGCCGTGGCCGTGGCCGTGGCCGCLCGTCCTGG
CGGCGGCGCTCGTCACCGGCGGGTCGTGCGACTCCTCATCAGCTCCCAATAAGGT
GCCGCCGGGCCCCAACGTCACGACCGGCTACGACGGCAGGTGGCTCGCCGCTAA
GGCCACCTGGTACGGCAAGCCCGTCGGCGCCGGCCCCGACGACAGLCGGLGGLGL
GTGCGGGATCAAGGACGTGGACCGGCCGCCCTACAGCGGCATGACGTCCTGCGG
CAACGGCCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACGAGATCAG
ATGCAATGCGCCGGAGGAGTGCTCCAACAATCCGGTGACGGTGTTCATCACCGAC
ATGAACTACGACCCCATCGCCCCCTACCACTTCGACCTCAGCGGCACCGCGTTCG
GCGCCATGGCCACGGCGGGGCTCCAGGACAAGCTCCGCCACCGCGGCATCATCG
ACCTGGAGTTCAGGAGGGTGCAGTGCAAGTACGCGGCCGGGCAGAAGATCGTGT
TCCACGTGGAGCACGGCTCGAACCCCAACTACCTGGCGGTGCTGGTGAAGTTCGT
CGCGGGCGACAGCGACGTCGTGCAGATGGACCTCAAGGAGAAGGCGTCGCCGGA
GTGGGAGCCGATGCGGCTCTCGTGGGGCACCATCTGGAGGATGGACACGCCCAG
GGCGCTCAGGGGCCCCTTCTCCATCCGCCTCACCAGCGAGTCCGGCGAGAAGCTC
GTCGCCACCGACGTGGTCCCGGAGAACTGGATCCCCAACACAGTCTACGAGTCCA
ACATCCAGTTCTAG

Nucleotide
>PhEXPB-30

CGCCCCCGCACGGCGTGGCCTGTCACAACCACACCCCCGACGCATTCGAATAACA
GTTCGCCACAAAGATATATATGGGATCCCTCGCCAATAACATCGCGGCCGTGGCG
GCCGTCCTGGCGGCGCTCGTCGCCGGCGGCTCGTGCGGGCCCCCGAAGTTCCCGC



ATGGCCCCAACATCACGGCCAACTACAACGGCCTGTGGCTTCCCGCCAGGGCCAC
CTGGTACGGCCAGCCCAACGGCGCCGGCCCCGCCGACAACGGLCGGLCGLCGTGLGEG
GATCAAGGACGTCAACCTGCCGCCCTACAGCGGCATGACGGCCTGCGGCAACGT
CCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACGAAGTACGTACGGAC
GACATTGCTTGCCGGAATAATCCTGCAGCACGATGCCGCCGTCGTCCATGAATCC
GAAATAGTAGATGTTAAATATATAAATTTCTCGTGGCGTTGCTGCACGCAGATCA
GATGCAAGGCGCCAGACGAGTGCTCTAACAACCCGGTGACGGTGTTCATCACCG
ACATGAACTACGAGCCCATCGCCCCCTACCATTTCGACCTCAGCGGCAAGGCCTT
CGGCGCCCTGGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTGTGGCATCATC
GACCTGGAGTTCAGGAGGTCATTATATTATTTATATTGCTCGATCGGCTATTCGGC
TATCAGCATGCACTTCTCCATGATGCAAGATCTGTACTACGTGCAAGCAGAGATG
ACAATGCAATGCATGAACTGCTGATGCCTGCAGGGTGCGGTGCAAGTACGTTGGC
GGGCAGAAGATCGTGTTCCACGTGGAGAAGGGGTCAAACCCCAACTACCTGGCG
GTGCTGGTGAAGTTCGTCGCGGAGGACGGTGACATCGTGCAGATGGAGCTCAAG
GAGAAGGAGACGCCGGAGTGGAAGCCGATGAAGCTCTCGTGGGGCGCCATCTGG
AGGTTTGACACGCCCAAGGCGCTCAAGGGCCCCTTCTCCATCCGCCTCACCAGCG
AGTCCGGCAAGAAGCTCGTCGCCACCGACGTCATCCCGGCGAACTGGATCCCCAA
CACAGTCTACAAGTCCAACATCCAGTTCTAGATTTTCTGACATCACTTGAACCGC
GTGCTGCAGTAAGTGGTCGCTAACTTTTTTTGGCATGAGCAGTGGAGCATCATGC
ACGGTTAACCATGTTGAGGTTTCTGAGTTCTAATTTGTAAATCTGGGCTGATCACC
TTTTGTTCGGGTTCATGAATCCGAAACGGTGGAAATGAGAAGATTCTGTATATCA
TCGATGGATAGTTGAAACGTGCTACTGATATAAGCATCAAACTGTTCCAACTTAA
CTTGTGAAATGTCAGAAGTGCAGTCCTTCC



