
IDENTIFICATION 

Species: Kalanchoe fedtschenkoi 

Locus: Kaladp0058s0574 

Gene Model: Kaladp0058s0574.1.p 

Description: KfEXPA-13 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KfEXPA-13 

MGFAGFFLVWFLSLGALVSGYGEGWSDAHATFYGGGDASGTMGGACGYGNLYSQ

GYGTDTAALSTALFNNGLSCGACFELKCMNDNQWCRPGSIVVTATNFCPPNSLGGW

CDPPRQHFDLSQPVFLQIAAYKAGVVPVAYRRVPCRKKGGIRFTVNGHRYFNLVLIT

NVGGAGDVQSVSVKGSRTDWQPMSRNWGQNWQSNSDLNGQSLSFKVTTSDGRSVT

CNNVASDGWQFGQTFSGLQFP* 

CDS (coding sequence) 

>KfEXPA-13 

ATGGGGTTTGCTGGGTTCTTCTTGGTGTGGTTTCTCAGCCTGGGTGCGTTGGTGAG

TGGGTACGGCGAGGGCTGGAGTGATGCTCATGCTACATTCTACGGAGGCGGTGAT

GCCTCTGGCACAATGGGCGGCGCCTGTGGGTATGGCAATCTGTACAGCCAAGGCT

ACGGGACTGACACAGCGGCTTTGAGCACTGCTCTTTTCAACAATGGATTGAGCTG

TGGTGCATGTTTTGAGCTCAAATGCATGAATGACAATCAATGGTGCCGCCCCGGT

TCTATTGTGGTCACTGCCACTAACTTCTGCCCGCCCAACAGTCTTGGAGGCTGGTG

TGATCCTCCTCGCCAGCACTTCGATCTTTCCCAGCCAGTGTTTTTACAAATAGCTG

CCTACAAAGCCGGTGTTGTCCCGGTGGCGTACAGGAGGGTTCCCTGCCGCAAGAA

AGGAGGTATCAGATTCACAGTCAACGGCCACCGGTACTTCAACCTGGTACTGATA

ACCAACGTTGGCGGCGCAGGGGACGTGCAGTCAGTTTCAGTGAAAGGATCAAGA

ACCGACTGGCAGCCCATGTCAAGAAACTGGGGCCAGAACTGGCAAAGCAACTCA

GATCTCAATGGCCAGAGCCTCTCCTTCAAGGTGACCACCAGTGACGGCCGCTCCG

TCACCTGCAACAATGTCGCTTCTGATGGCTGGCAATTCGGCCAAACCTTTTCAGG

ACTTCAATTCCCATGA 

Nucleotide 

>KfEXPA-13 

CAATTTTCTTTCTCTCATATTTTTTTTTCCTCTCATTTTCCCTTAACCAAACACAGC

CTAATTGAATCCTCAAAACAACAAATTTCGTCACGATTTATTCTGTAACATGAAA

TTAAGATTTTCCTTCAAATTCGGATGAGCGTTGCGACGAACAGTTTTTAGGCAGG

GCAACAATGTCGTTGCTAAAAATGTATGACGACGTCAGCATCCCCGAGCCTAACG

AAAAAAACATGTTCACCGAGTCATCGCAGCCTGAAATCACTCGCGGCAGCAAGC

AACAGACTAGCAGCTTTGTCCGCGCGCCCACGTGTCCCCCCTCGACCATAAACCT



CCGAACGATTTCAATTTCCGAAGACAAGAACAACAACAACGACTCCCGATGACA

CTTGGCGTTGTGATCTCACTACCCATTAAGCCTCCGTCTCTGTTGTTTTGCTGTGTG

CTGTGTGCTGCGTGTGCTCGATGTTGCTGGCTGCTTCTATATATTCACCCCCTCAG

TCCCATTCATTTCCCATCAATGCTCGGTTCTTCTACTTGCCTGATTAGCTTCGGTAT

GTGGGTTTTTTCTGAAGCTCAACTGTTCGATGAAATGCCTCAATGAGTGTGTCAA

ATGATGACATTTTGTTGTGCAGGAAAAAATGGGGTTTGCTGGGTTCTTCTTGGTGT

GGTTTCTCAGCCTGGGTGCGTTGGTGAGTGGGTACGGCGAGGGCTGGAGTGATGC

TCATGCTACATTCTACGGAGGCGGTGATGCCTCTGGCACAATGGGTGAGTCCTCA

ATCTTTCACTGCTCAGCTCAGTACTGATAGTAGTCTGCTGTTACGTTACGGATCGA

CTTTGATACATGCCCGAGTGGCTATATGTTGAAAGTCTTGTTCTTTTGAATTTTGA

GCTCAGGCGGCGCCTGTGGGTATGGCAATCTGTACAGCCAAGGCTACGGGACTG

ACACAGCGGCTTTGAGCACTGCTCTTTTCAACAATGGATTGAGCTGTGGTGCATG

TTTTGAGCTCAAATGCATGAATGACAATCAATGGTGCCGCCCCGGTTCTATTGTG

GTCACTGCCACTAACTTCTGCCCGCCCAACAGTCTTGGAGGCTGGTGTGATCCTCC

TCGCCAGCACTTCGATCTTTCCCAGCCAGTGTTTTTACAAATAGCTGCCTACAAAG

CCGGTGTTGTCCCGGTGGCGTACAGGAGGTAACTAACGAATACAGGGAAGCCGC

AGCACCATCTTGTGTAGCTTCATCTAGCCATGCATTGAAATTTATGATGATCTTTG

TGTAGGGTTCCCTGCCGCAAGAAAGGAGGTATCAGATTCACAGTCAACGGCCACC

GGTACTTCAACCTGGTACTGATAACCAACGTTGGCGGCGCAGGGGACGTGCAGTC

AGTTTCAGTGAAAGGATCAAGAACCGACTGGCAGCCCATGTCAAGAAACTGGGG

CCAGAACTGGCAAAGCAACTCAGATCTCAATGGCCAGAGCCTCTCCTTCAAGGTG

ACCACCAGTGACGGCCGCTCCGTCACCTGCAACAATGTCGCTTCTGATGGCTGGC

AATTCGGCCAAACCTTTTCAGGACTTCAATTCCCATGAACCACCTCCTCCACCATC

CACCCATCCATCTAGTTAACATAAATGATAAATCTTTTAGTCTTGGGTCAGTCAGT

TCAGAGGATTTGGGTCCCAGAAAATGGTCGAGGGGGCTCCATCTTTTTTGATATG

TCCCCCATCATTTCCTGATGCATTTTTCTTGGTGGGTTCTGGTCTGCCCTGCCCTTG

CCTGTTGGTAATGGTAATGGACACCAGCATCTACTAGACATGTGAAGTGCGTCAC

TTATGTTTTCTCTCTATGACTCCGAGCTACTTATCATGCCTTGTTAGTCTTCCATTT

GTGTGTTTTCAGAGGGCGATGGTACCTTAATTGAAATTGTCATCATCAGATTCTGA

TTAAGATATGAATCGAAATGTTATTAGAATTATGACCTGTGGTGTGCTCCATCTTA

TGGGCCGTATTGCTGAGAGTTGCTTGTCATATATTCTTCATGATGTTGCTCAAATC

CTTTCTTCGTATGCTCATCTCGTGGTACATGAGTTTTTGACAGTGTTTACGGACCC

AGACTCTGCTTTTTAGATCCGAAAACATACGCTGTACGCGTACATAGTATCTGTG

ATCAGATAGCATATGATGAGATCCAGAACGGGTGATAGCTCATCCAAATCCTAGG

ACATTAG 




