
IDENTIFICATION 

Species: Capsella rubella 

Locus: Carub.0003s3532 

Gene Model: Carub.0003s3532.1.p 

Description: CrEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Crubella_v1_1  

KEGG: https://www.genome.jp/entry/gn:T02984  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Crubella_v1_1
https://www.genome.jp/entry/gn:T02984


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>CrEXPB-01 

MQLFPLILPTLCVFLHLLRGGSCSPPPLSHSPQRVAASHWLPATATWYGSAEGDGSSG

GACGYGSLVDVKPFRARVGAVSPILFKSGEGCGACYKVRCLDKTICSKRAVTIIVTDQ

SPSGPSAKAKHTHFDLSGAAFGHMAIPGHNGVIRNRGLLNILYRRTACKYRGKNIAF

HVNAGSTAYWLSLLIEYEDGEGDIGSMHIRQAGSKEWIAMKHIWGANWCIVEGPLK

GPFSVKLTTLSNNKTLSATDVIPSNWVPKATYTSRLNFSPVL* 

CDS (coding sequence) 

>CrEXPB-01 

ATGCAGCTCTTTCCTCTCATCCTACCGACACTATGCGTCTTCCTCCACCTTCTTAG

AGGCGGTTCTTGCTCTCCTCCACCGTTGTCTCACTCCCCTCAACGCGTGGCAGCCT

CTCATTGGCTACCCGCCACGGCCACCTGGTACGGGAGTGCCGAGGGCGACGGCA

GTAGCGGAGGAGCTTGTGGTTACGGGTCGCTAGTGGACGTGAAGCCGTTTAGAGC

AAGGGTTGGTGCGGTGAGTCCGATTCTGTTCAAGAGCGGCGAAGGCTGCGGTGC

ATGTTACAAGGTCAGGTGTCTCGACAAGACCATTTGCTCTAAGAGAGCTGTCACC

ATTATTGTCACCGACCAGTCACCGTCAGGACCATCTGCTAAAGCAAAACACACTC

ACTTCGACCTAAGTGGTGCCGCCTTTGGACATATGGCTATTCCCGGCCATAACGG

CGTCATCCGCAACCGTGGTCTGTTAAACATCCTCTACCGCCGAACAGCATGCAAG

TACAGAGGGAAGAACATAGCGTTCCATGTGAACGCAGGATCAACTGCTTATTGGC

TATCTCTTCTCATTGAGTATGAAGATGGTGAAGGAGACATTGGCTCTATGCACAT

TCGTCAAGCCGGGTCTAAGGAGTGGATAGCAATGAAGCACATATGGGGAGCAAA

CTGGTGCATCGTTGAAGGACCACTCAAGGGACCTTTCTCAGTCAAGCTCACTACT

TTGTCCAACAACAAGACTCTCTCTGCCACCGACGTCATCCCAAGTAACTGGGTTC

CCAAAGCTACTTACACCTCTCGGCTCAACTTCTCCCCTGTTCTCTAG 

Nucleotide 

>CrEXPB-01 

CTCTCATGGCCTCAATGTATCAATTATTATTGATTTTTTTGATACTAAAGGCTTTTT

CCAATTCTTCTATATTTAACCAACTAATAAACCAAACCATTCTTTCACACTCTCAC

TCCTCCACCACTTTTTTTTGTGTGTTTTGGTTAGTTTCTCCGGTGGTCAGTCAAAAT



GCAGCTCTTTCCTCTCATCCTACCGACACTATGCGTCTTCCTCCACCTTCTTAGAG

GCGGTTCTTGCTCTCCTCCACCGTTGTCTCACTCCCCTCAACGCGTGGCAGCCTCT

CATTGGCTACCCGCCACGGCCACCTGGTACGGGAGTGCCGAGGGCGACGGCAGT

AGCGGTAAAGACATTACATCTCTTTTACAGTTTTACATAAACTTTTTAAGGCATTT

AATTACTGTGAAATCAATTCTAAACGTTAGTGAAACCAAAAAAACAGTAATGTTA

TAATGGCTTATTAATGAAACGGCGCAGGAGGAGCTTGTGGTTACGGGTCGCTAGT

GGACGTGAAGCCGTTTAGAGCAAGGGTTGGTGCGGTGAGTCCGATTCTGTTCAAG

AGCGGCGAAGGCTGCGGTGCATGTTACAAGGTCAGGTGTCTCGACAAGACCATTT

GCTCTAAGAGAGCTGTCACCATTATTGTCACCGACCAGTCACCGTCAGGACCATC

TGCTAAAGCAAAACACACTCACTTCGACCTAAGTGGTGCCGCCTTTGGACATATG

GCTATTCCCGGCCATAACGGCGTCATCCGCAACCGTGGTCTGTTAAACATCCTCT

ACCGCCGGTACCTCTTCGCGCTCTATTTAAACCAACTTATTATTTTTATTTTTTTTA

CTTCCCAATTAGTTCCAAATGCTAACCAACAAATTGAGTAAATATATATTACATT

GGGAGGAGTAAACAAATATAGAAACTTTAACGGCGTTCTGGTTGTTTTCGATGGT

CCCGTAGTTTTGACCATTGACTACACAACACACACCTATGGATCTCTGACACACA

ACAACAAAACACTTAACACTTGTGATTTGTTTTTATGAACAAAAAAAACAGAACA

GCATGCAAGTACAGAGGGAAGAACATAGCGTTCCATGTGAACGCAGGATCAACT

GCTTATTGGCTATCTCTTCTCATTGAGTATGAAGATGGTGAAGGAGACATTGGCT

CTATGCACATTCGTCAAGTATTACTCTCTCCCTTAATTAGTATACAAAATGTCATA

TTCTTCTTCCCTTAATTAGTATAATAACTTAATTTGTTGTATATATTTTGAATTATG

AAGGCCGGGTCTAAGGAGTGGATAGCAATGAAGCACATATGGGGAGCAAACTGG

TGCATCGTTGAAGGACCACTCAAGGGACCTTTCTCAGTCAAGCTCACTACTTTGTC

CAACAACAAGACTCTCTCTGCCACCGACGTCATCCCAAGTAACTGGGTTCCCAAA

GCTACTTACACCTCTCGGCTCAACTTCTCCCCTGTTCTCTAGGTAGCATCTCTTCTG

TTTTTTTTTGGTTGCGGGAGAGAGTAACACAAAGAGGACAACGAGCAAACAGTA

AGCAATATCAGAATTCCAACTGTAGCCATCTCCAAAGTTAGGGGAACAAGAGCTT

GCAATGTGCGTGTGACTACTAACTTTCGATGTTGTCCCTTTTCCTTTTTTTTTCCTT

GTCCATAAGGATGTGTGTATCATCATCATCTATAAATCTTGTTTGTGGGACATTAC

TATATAATAATCTACAGAAAAAAGTGTAATAA 


