IDENTIFICATION

Species: Capsella rubella

Locus: Carub.0003s3532

Gene Model: Carub.0003s3532.1.p
Description: CrEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Crubella_v1 1
KEGG: https://www.genome.jp/entry/gn:T02984

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Crubella_v1_1
https://www.genome.jp/entry/gn:T02984

GENE STRUCTURE

CrEXPB-01
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Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

carbohydrate binding site )\ 1)

Specific hits Pollen_allerg_1

Superfanilies DPBB_R1IpA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits e
Name Accession Description Interval E-value

[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 40-164 1.23e-67
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and PIll from Lolium perenne. 172-248 4.43e-28

MQLFPLILPTLCVFLHLLRGGSCSPPPLSHSPQRVAASHWLPATATWYGSAEGDGSSG
GACGYGSLVDVKPFRARVGAVSPILFKSGEGCGACYKVRCLDKTICSKRAVTIIVTDQ
SPSGPSAKAKHTHFDLSGAAFGHMAIPGHNGVIRNRGLLNILYRRTACKYRGKNIAF
HVNAGSTAYWLSLLIEYEDGEGDIGSMHIRQAGSKEWIAMKHIWGANWCIVEGPLK
GPFSVKLTTLSNNKTLSATDVIPSNWVPKATYTSRLNFSPVL*

CDS (coding sequence)
>CrEXPB-01

ATGCAGCTCTTTCCTCTCATCCTACCGACACTATGCGTCTTCCTCCACCTTCTTAG
AGGCGGTTCTTGCTCTCCTCCACCGTTGTCTCACTCCCCTCAACGCGTGGCAGCCT
CTCATTGGCTACCCGCCACGGCCACCTGGTACGGGAGTGCCGAGGGCGACGGCA
GTAGCGGAGGAGCTTGTGGTTACGGGTCGCTAGTGGACGTGAAGCCGTTTAGAGC
AAGGGTTGGTGCGGTGAGTCCGATTCTGTTCAAGAGCGGCGAAGGCTGCGGTGC
ATGTTACAAGGTCAGGTGTCTCGACAAGACCATTTGCTCTAAGAGAGCTGTCACC
ATTATTGTCACCGACCAGTCACCGTCAGGACCATCTGCTAAAGCAAAACACACTC
ACTTCGACCTAAGTGGTGCCGCCTTTGGACATATGGCTATTCCCGGCCATAACGG
CGTCATCCGCAACCGTGGTCTGTTAAACATCCTCTACCGCCGAACAGCATGCAAG
TACAGAGGGAAGAACATAGCGTTCCATGTGAACGCAGGATCAACTGCTTATTGGC
TATCTCTTCTCATTGAGTATGAAGATGGTGAAGGAGACATTGGCTCTATGCACAT
TCGTCAAGCCGGGTCTAAGGAGTGGATAGCAATGAAGCACATATGGGGAGCAAA
CTGGTGCATCGTTGAAGGACCACTCAAGGGACCTTTCTCAGTCAAGCTCACTACT
TTGTCCAACAACAAGACTCTCTCTGCCACCGACGTCATCCCAAGTAACTGGGTTC
CCAAAGCTACTTACACCTCTCGGCTCAACTTCTCCCCTGTTCTCTAG

Nucleotide
>CrEXPB-01

CTCTCATGGCCTCAATGTATCAATTATTATTGATTTTTTTGATACTAAAGGCTTTTT
CCAATTCTTCTATATTTAACCAACTAATAAACCAAACCATTCTTTCACACTCTCAC
TCCTCCACCACTTTTTTTTGTGTGTTTTGGTTAGTTTCTCCGGTGGTCAGTCAAAAT



GCAGCTCTTTCCTCTCATCCTACCGACACTATGCGTCTTCCTCCACCTTCTTAGAG
GCGGTTCTTGCTCTCCTCCACCGTTGTCTCACTCCCCTCAACGCGTGGCAGCCTCT
CATTGGCTACCCGCCACGGCCACCTGGTACGGGAGTGCCGAGGGCGACGGCAGT
AGCGGTAAAGACATTACATCTCTTTTACAGTTTTACATAAACTTTTTAAGGCATTT
AATTACTGTGAAATCAATTCTAAACGTTAGTGAAACCAAAAAAACAGTAATGTTA
TAATGGCTTATTAATGAAACGGCGCAGGAGGAGCTTGTGGTTACGGGTCGCTAGT
GGACGTGAAGCCGTTTAGAGCAAGGGTTGGTGCGGTGAGTCCGATTCTGTTCAAG
AGCGGCGAAGGCTGCGGTGCATGTTACAAGGTCAGGTGTCTCGACAAGACCATTT
GCTCTAAGAGAGCTGTCACCATTATTGTCACCGACCAGTCACCGTCAGGACCATC
TGCTAAAGCAAAACACACTCACTTCGACCTAAGTGGTGCCGCCTTTGGACATATG
GCTATTCCCGGCCATAACGGCGTCATCCGCAACCGTGGTCTGTTAAACATCCTCT
ACCGCCGGTACCTCTTCGCGCTCTATTTAAACCAACTTATTATTTTTATTTTTTTTA
CTTCCCAATTAGTTCCAAATGCTAACCAACAAATTGAGTAAATATATATTACATT
GGGAGGAGTAAACAAATATAGAAACTTTAACGGCGTTCTGGTTGTTTTCGATGGT
CCCGTAGTTTTGACCATTGACTACACAACACACACCTATGGATCTCTGACACACA
ACAACAAAACACTTAACACTTGTGATTTGTTTTTATGAACAAAAAAAACAGAACA
GCATGCAAGTACAGAGGGAAGAACATAGCGTTCCATGTGAACGCAGGATCAACT
GCTTATTGGCTATCTCTTCTCATTGAGTATGAAGATGGTGAAGGAGACATTGGCT
CTATGCACATTCGTCAAGTATTACTCTCTCCCTTAATTAGTATACAAAATGTCATA
TTCTTCTTCCCTTAATTAGTATAATAACTTAATTTGTTGTATATATTTTGAATTATG
AAGGCCGGGTCTAAGGAGTGGATAGCAATGAAGCACATATGGGGAGCAAACTGG
TGCATCGTTGAAGGACCACTCAAGGGACCTTTCTCAGTCAAGCTCACTACTTTGTC
CAACAACAAGACTCTCTCTGCCACCGACGTCATCCCAAGTAACTGGGTTCCCAAA
GCTACTTACACCTCTCGGCTCAACTTCTCCCCTGTTCTCTAGGTAGCATCTCTTCTG
TTTTTTTTTGGTTGCGGGAGAGAGTAACACAAAGAGGACAACGAGCAAACAGTA
AGCAATATCAGAATTCCAACTGTAGCCATCTCCAAAGTTAGGGGAACAAGAGCTT
GCAATGTGCGTGTGACTACTAACTTTCGATGTTGTCCCTTTTCCTTTTTTTTTCCTT
GTCCATAAGGATGTGTGTATCATCATCATCTATAAATCTTGTTTGTGGGACATTAC
TATATAATAATCTACAGAAAAAAGTGTAATAA




