IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy2G067900

Gene Model: Brasy2G067900.1.p
Description: BsyEXPA-06
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy



https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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DOMAIN ARCHITECTURE
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List of domain hits .

Name Accession Description Interval E-value
[+] PLN0O193 super family 133423 expansin-A. Provisional 23-253 1.44e-121

SEQUENCES
Peptide
>BsyEXPA-06

MEYYRVLAMLFALAASCGLAPVAKAGWSQGTATFYGGSDASGTMGGACGYGNLY
NTGYGTATAALSTALFNDGASCGQCYLVMCDGSKSNWCKGNGATVTITATNLCPPN
WALPNDNGGWCNPPRPHFDMAQPAWLQIGVYKAGIIPVLYQQVRCWKQGGIRFTIG
GFNSFELVLITNVGGPGSVRAVSIKGERTDWIQLTRNWGANWQCTAALAGQALSFA
VTSTNGETLYMYNVAPSWWQFGTTFTSNNQFSY*

CDS (coding sequence)
>BsyEXPA-06

ATGGAGTACTACAGGGTGCTTGCAATGCTCTTCGCCCTAGCGGCGTCCTGCGGCT
TGGCGCCGGTGGCGAAAGCCGGCTGGAGCCAAGGGACGGCGACGTTCTACGGCG
GCTCCGACGCGTCCGGGACGATGGGCGGCGCGTGCGGGTACGGGAACCTGTACA
ACACGGGGTACGGCACGGCGACGGCGGCGCTGAGCACGGCGCTGTTCAACGACG
GCGCCTCGTGCGGGCAGTGCTACCTGGTGATGTGCGACGGGTCCAAGTCCAACTG
GTGCAAGGGCAACGGCGCCACGGTGACCATCACGGCCACCAACCTCTGLCCEGCC
CAACTGGGCCCTCCCCAACGACAACGGCGGCTGGTGCAACCCTCCCCGLCCCCCAC
TTCGACATGGCCCAGCCCGCCTGGCTCCAGATCGGCGTCTACAAGGCCGGCATCA
TCCCCGTCCTCTACCAGCAGGTGAGGTGCTGGAAGCAGGGAGGGATCAGGTTCAC
GATCGGAGGCTTCAACAGCTTCGAGCTGGTGCTGATCACCAACGTGGGCGGGCCG
GGGTCGGTCCGGGCCGTGTCGATCAAGGGGGAGAGGACGGACTGGATCCAGCTG
ACCAGGAACTGGGGCGCGAACTGGCAGTGCACGGCGGCGCTGGCCGGGCAGGCG
CTCTCCTTTGCCGTCACTTCCACCAATGGCGAGACGCTCTACATGTACAACGTCGC
GCCGTCCTGGTGGCAGTTCGGCACCACCTTCACCAGCAACAACCAGTTCAGCTAT
TGA

Nucleotide
>BsyEXPA-06

TCGATCGGCACTGGGATATATCTCCATCGAATATGCAGCATGTTCTCTGGCGCCA
TTCCTTGCGCTGCTCTGACAATTCCCCGTTCCCTCACGCTCCTATTTAACCCCACC
CTGCTTCAACTGCAAATGCACCGGTACACTCGATCCAGCCGCCTGATCTGAGTTA
CTTCCAAGTGTTCTCTGCACATTAATCTCAGCAGAGATGGAGTACTACAGGGTGC
TTGCAATGCTCTTCGCCCTAGCGGCGTCCTGCGGCTTGGCGCCGGTGGCGAAAGC



CGGCTGGAGCCAAGGGACGGCGACGTTCTACGGCGGCTCCGACGCGTCCGGGAC
GATGGGCGGCGCGTGCGGGTACGGGAACCTGTACAACACGGGGTACGGCACGGC
GACGGCGGCGCTGAGCACGGCGCTGTTCAACGACGGCGCCTCGTGCGGGCAGTG
CTACCTGGTGATGTGCGACGGGTCCAAGTCCAACTGGTGCAAGGGCAACGGCGC
CACGGTGACCATCACGGCCACCAACCTCTGCCCGCCCAACTGGGCCCTCCCCAAC
GACAACGGCGGCTGGTGCAACCCTCCCCGCCCCCACTTCGACATGGCCCAGCCCG
CCTGGCTCCAGATCGGCGTCTACAAGGCCGGCATCATCCCCGTCCTCTACCAGCA
GTAAGCCCACTACGGCCCATGATGATCACGTGCATTACTTCCAGCCCAGCCCAGG
TGATATCTGTCTCCATTGTTGCTGCTGAAGCTTTGATTCTGATGGATTGTGTTGGT
GATGGTTTTCGACAGGGTGAGGTGCTGGAAGCAGGGAGGGATCAGGTTCACGAT
CGGAGGCTTCAACAGCTTCGAGCTGGTGCTGATCACCAACGTGGGCGGGCCGGEG
GTCGGTCCGGGCCGTGTCGATCAAGGGGGAGAGGACGGACTGGATCCAGCTGAC
CAGGAACTGGGGCGCGAACTGGCAGTGCACGGCGGCGCTGGCCGGGCAGGCGCT
CTCCTTTGCCGTCACTTCCACCAATGGCGAGACGCTCTACATGTACAACGTCGCG
CCGTCCTGGTGGCAGTTCGGCACCACCTTCACCAGCAACAACCAGTTCAGCTATT
GATTAACCAGTTGAGTAATTCATTAGCGATCGAATTCGTCTGCGAGCAAGCAGCA
CACGAATCGACCAATCGGTCGAACTCAAGTTGGAGAAATATTTCCTTCTTCTTTGT
AACATGTACGTACATCCTTATGTTAATTAGGTAAAGAAATTATGTAACATATACT
TATGCTAGTATATGAGCTCAGATGTTGCTTGCTGGGATTATTCTCTTTTGTCAGAT
TTAACAGCTAATCAACGACGTAACATAATAATGAG





