IDENTIFICATION

Species: Theobroma cacao

Locus: Thecc.01G384900

Gene Model: Thecc.01G384900.1.p
Description: TCEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Tcacao_v2_1
KEGG: https://www.genome.jp/entry/gn:T02994

EXTERNAL RESOURCES
https://www.cacaogenomedb.org/
https://cocoa-genome-hub.southgreen.fr/node/4
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Specific hits S e Pollen_allerg_1
Superfanilies DPBB_R1IpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 422275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansins 80-201 6.48e-32
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, Pl and PIil from Lolium perenne. 209-287 1.05e-27

SEQUENCES
Peptide
>TcEXPB-01

MEGSSGFTRSIGWGMLNGINHHQRQNQRTLSLIEVFMAFALRNMLSFFTFAATFSLLF
NSCYCFYPKLLNASLAASESDWSPAGATWYGSPTGAGSDGGACGYGGAVEQAPFSA
MVSAGGPSLFKSGKGCGACYEVQCTTNSACSENPVTVVITDECPGCVSESVHFDLSG
TAFGAMAKSGQADQLRNAGVLQIQYRRVQCNYPGTSIAFKVDAGSNPYYFATLVIY
QNGDGDLALVELKQALNSDPWLPMQQSWGAVWKLDSGSTLRPPFSIRLTSLTSGQT
LVATGVIPAGWQPGQTYTSVVNF*

CDS (coding sequence)
>TcEXPB-01

ATGGAAGGATCCTCAGGGTTTACTCGGTCCATCGGATGGGGAATGTTAAACGGCA
TTAACCACCATCAACGGCAAAATCAACGAACACTTTCTTTGATCGAAGTGTTCAT
GGCTTTCGCTCTTCGAAACATGCTCTCTTTTTTCACTTTTGCGGCCACATTTTCTCT
GTTATTCAACTCCTGTTACTGCTTCTACCCTAAGCTCCTTAATGCCTCCTTGGCAG
CATCTGAGTCCGATTGGTCCCCAGCCGGAGCAACGTGGTATGGCAGCCCCACGGG
GGCTGGAAGTGATGGTGGAGCTTGTGGTTATGGGGGTGCTGTGGAGCAAGCCCC
ATTTTCGGCGATGGTGTCGGCTGGGGGCCCTTCCCTATTCAAATCTGGCAAAGGA
TGTGGAGCCTGTTACGAGGTCCAGTGCACGACAAATTCAGCGTGCTCGGAAAATC
CTGTGACTGTAGTTATCACCGATGAATGCCCTGGCTGTGTCTCGGAGTCCGTTCAT
TTTGACTTAAGTGGTACTGCTTTTGGTGCCATGGCAAAGTCTGGCCAGGCTGATC
AACTCCGTAACGCTGGAGTCTTGCAGATTCAATATAGAAGAGTGCAATGTAACTA
TCCCGGGACGTCCATTGCCTTCAAAGTTGATGCCGGCTCCAACCCTTACTATTTCG
CCACCCTAGTTATATACCAAAATGGAGATGGTGACCTTGCCTTAGTTGAACTCAA
ACAGGCGCTTAACTCTGACCCCTGGCTTCCCATGCAACAATCCTGGGGTGCAGTC
TGGAAACTAGACAGCGGCTCGACGTTGCGGCCTCCGTTCTCCATCAGGCTGACAT
CACTCACCTCTGGCCAGACTCTTGTGGCAACCGGTGTCATTCCTGCTGGTTGGCAG
CCCGGACAAACCTATACATCAGTCGTTAATTTTTAA




Nucleotide
>TcEXPB-01

GGTGTAAAAAAAAAAAAGCATTAAATCGCAATCATACAATCTCATCAATCTTATT
TATTAATAAACGATTTGAATATTACAGAGCCCAAATCCCCGCCAAATATTACGTG
CTGTAGTTTTTAAACGGAAATGGAAGGATCCTCAGGGTTTACTCGGTCCATCGGA
TGGGGAATGTTAAACGGCATTAACCACCATCAACGGCAAAATCAACGAACACGT
ATTCCCTTGAATTTGGGGCAAGAAACATACGAAAATATTAATTTGGAGCAGTCGA
TGACGTGGGCCCGATGTTAACCTTCCTACCGGGGGCGGGTCGGAGACATAACCGC
TTTGTGGTCGATTGCAAACGTAGACTGTCACAAACAGACAAAAGAGAGATGTTG
GTAGTTAGGTTTCGTCTGAAAACGTACGTCTGAGTCAGAGAAACAGAGATAAAA
AGAGCAAATCAGATCTTGCGTTTGTTTTTTTCTTTCTCTCCCGGCTCCGGCAACGA
AGCCTGGAAACAAGCAATTTGACTGATGTAACCATGCAAGAGTATTACTGTGATT
TGGACAGAACAAAAGTTCTTTTATTTTCAACTGTGTGTGCATGGTGATTGAAATTA
TTAGGCCATGGAACGTTTGGTTGATTCTCAAATGAATTGTATTTTTGTTCAATTAT
AGAGAAGTAGACGGATTTTCTGATTCTCTGACAAATTTTGCCTGGACAACAGGGA
GTTGATTTTTCTGTTCTTGATTCTGGTTTCTGGTCTCTCTGGGGTTTTGTGTTGTGT
TACTCTTTGGCATTTTGTACTTCCGATTTCAATCAATTTAATTATGTGCTTACGAAT
GTAATTAGACTTTTCTAGCTGATGTCATAGAAATGTATGGGAATTTAGCCAAATT
CTAACTTAAAGTCTATTAAAGTAGTATAGGTTATTAGGATTTCGTATCTCAAGGAT
CTTACTCATTTCGCTTGTTCCTGAAGAAAATAATGCATAAATCCTTCTAAAAACGT
GCACGTGTCCTTCACTAAGTGGTTGCATTAGAACCACATGCACTAGCCTTTGGCTC
TATAAGTACCTCGTCGTTGATCTGCTAAACCCATCAGCAAAACAGAGCTTAAACT
TTGCATTTAGCTAGCTTTGCTAATTCCTTTCTACTAGTAGTTTCTTTGATCGAAGTG
TTCATGGCTTTCGCTCTTCGAAACATGCTCTCTTTTTTCACTTTTGCGGCCACATTT
TCTCTGTTATTCAACTCCTGTTACTGCTTCTACCCTAAGCTCCTTAATGCCTCCTTG
GCAGCATCTGAGTCCGATTGGTCCCCAGCCGGAGCAACGTGGTATGGCAGCCCCA
CGGGGGCTGGAAGTGATGGTAACGATGAGCATGGAGAATGATTGAGACTATTTA
CACATAGAAAATTGTTTAATTTTATGAAATTTAACCCTTTTTTTTTTTTGTATCTAG
GTGGAGCTTGTGGTTATGGGGGTGCTGTGGAGCAAGCCCCATTTTCGGCGATGGT
GTCGGCTGGGGGCCCTTCCCTATTCAAATCTGGCAAAGGATGTGGAGCCTGTTAC
GAGGTGACATACAATTTTATACATATATATTCATCAGTTTGTTATCATGCCTCATT
CCCATGTCCAAAAACTCCATAACTTTTCTGTCAGTTTGAAAGATTGATAAACTTCC
TTTGTGTTCATGATGATTCTCCATATACATATACTTCCTTTTTCCTACTCTCGCATG
CAAAGGGTACCTTTCAATGTTGTTTAACATGCATAATATGGTTTAATTTCAGGTCC
AGTGCACGACAAATTCAGCGTGCTCGGAAAATCCTGTGACTGTAGTTATCACCGA
TGAATGCCCTGGCTGTGTCTCGGAGTCCGTTCATTTTGACTTAAGTGGTACTGCTT
TTGGTGCCATGGCAAAGTCTGGCCAGGCTGATCAACTCCGTAACGCTGGAGTCTT
GCAGATTCAATATAGAAGGTAAGATTCTACGTACGATTAGAAAGAGAGGATGAG
AACAGAGAAGTAGCATGACAATATTCTTGTACAATTTTTCCATGAAGAATTTAAC
ATATCCTCAGCCTGCAAAAAAAGGTGAAGAAGAATTGACTTTGTTAATTGCACTA
TAGGTGGTATTTACTCTTGGGAATTGACTTTGTTAAACCAAGCCTACTGCCTATGG
GATTAGATTATTCTTCAAATAATTTTAAACCTTCATTTCGCTGTCAAATTCTCAAC
GTTTTCTAACCACTCATTTCATTGACGAAAAATTGGCTTACAGAGTGCAATGTAA
CTATCCCGGGACGTCCATTGCCTTCAAAGTTGATGCCGGCTCCAACCCTTACTATT
TCGCCACCCTAGTTATATACCAAAATGGAGATGGTGACCTTGCCTTAGTTGAACT
CAAACAGGCGCTTAACTCTGACCCCTGGCTTCCCATGCAACAATCCTGGGGTGCA




GTCTGGAAACTAGACAGCGGCTCGACGTTGCGGCCTCCGTTCTCCATCAGGCTGA
CATCACTCACCTCTGGCCAGACTCTTGTGGCAACCGGTGTCATTCCTGCTGGTTGG
CAGCCCGGACAAACCTATACATCAGTCGTTAATTTTTAATGCCTAGTAAGGCACC
CTAAACGTAGCGATCTCTATACGATATAATGTATTCGATTCTGTACCACGTTTATA
ACTGTCCTGTTAGTCAACCTGAAGATATTCTTCCATGTCTTAATTGCTTGATTATG
TATGTTTATGGGAGAATTATCAATAAAATACAGTTTATAGC





