IDENTIFICATION

Species: Eutrema salsugineum
Locus: Thhalv10006139m

Gene Model: Thhalv10006139m
Description: ESEXPB-04
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Esalsugineum_v1 0
KEGG: https://www.genome.jp/entry/T02985
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DOMAIN ARCHITECTURE
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Specific hits L e
Superfanilies PLNO3023
DPBB_R1pA_EXP_N-1like superfamily

List of domain hits d
Name Accession Description Interval E-value
|+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansing 31151 5.64e-62
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 9-253 2.87e-26
Peptide

>ESEXPB-04

MAFFSGKKICFIVALFAISLKPCFCTNTTRWNTAGITWYGDREGPGSTGGACGYGDA
VAKHPYNCMISAGGPSLYQDGKGCGTCYRLVCDHPMCTKKPIKVMISDECPGCTKE
AVHFDLSGKAFGALAKHGKADQLRNLGELKVRYKRACCKHPKSKIAIHVDAGANPY
YMSFAVKYANGDGNFACVEIQPAGGKYLKMEEMRSAVWKLNPGCALKGPFNVRLT
SAVTKNVLVAKAVIPEKWNPGAIYHSLVNFAVPKKSVHKKSVHKKSVHKKSVHKKP
VHKKHK*

CDS (coding sequence)
>ESEXPB-04

ATGGCATTTTTTTCAGGCAAAAAAATTTGCTTTATCGTTGCTCTCTTTGCAATCTC
ATTGAAGCCATGTTTTTGCACGAATACAACCCGCTGGAACACCGCCGGAATCACG
TGGTATGGCGACCGAGAGGGTCCTGGCAGCACAGGAGGAGCTTGTGGATACGGT
GATGCAGTGGCAAAGCACCCGTACAACTGTATGATTTCAGCCGGAGGACCTTCAT
TGTACCAAGATGGAAAGGGTTGTGGGACATGTTATAGGCTCGTATGTGACCATCC
GATGTGCACGAAAAAGCCGATCAAGGTGATGATATCGGATGAGTGTCCCGGCTG
CACGAAGGAAGCGGTCCATTTTGATCTTAGCGGTAAGGCCTTTGGTGCATTGGCC
AAACATGGCAAGGCCGATCAATTACGTAACCTTGGAGAGCTAAAGGTTAGATAC
AAACGTGCATGCTGCAAACACCCTAAGAGTAAAATAGCTATTCATGTCGACGCCG
GAGCAAATCCGTACTACATGTCGTTCGCCGTTAAATATGCAAACGGTGACGGAAA
CTTTGCCTGCGTGGAGATCCAACCTGCCGGAGGAAAGTACCTGAAGATGGAGGA
AATGAGATCGGCCGTTTGGAAACTTAACCCCGGCTGTGCATTGAAAGGTCCGTTC
AACGTCCGGCTTACCTCCGCCGTGACCAAAAACGTGCTCGTTGCCAAAGCCGTTA
TCCCGGAAAAATGGAATCCCGGTGCTATCTACCACTCCCTCGTTAACTTCGCCGTT
CCTAAGAAATCGGTTCACAAGAAATCCGTTCACAAGAAATCGGTTCACAAGAAA
TCCGTTCACAAGAAACCCGTTCACAAGAAACACAAATGA

Nucleotide

>EsSEXPB-04
GAGACATGGCATTTTTTTCAGGCAAAAAAATTTGCTTTATCGTTGCTCTCTTTGCA
ATCTCATTGAAGCCATGTTTTTGCACGAATACAACCCGCTGGAACACCGCCGGAA
TCACGTGGTATGGCGACCGAGAGGGTCCTGGCAGCACAGGTAATTAATTAAACC
ATTAATTGTTCCATTAATACAAATAATTTTTTTTTTTTGTAAATTTACATAGGGCC




GGTTCTTACAACATATACAATATACAGGAGGAGCTTGTGGATACGGTGATGCAGT
GGCAAAGCACCCGTACAACTGTATGATTTCAGCCGGAGGACCTTCATTGTACCAA
GATGGAAAGGGTTGTGGGACATGTTATAGGGTATTTGATTATATTTGAAAACTAA
TTGAATAATTGAATATCATATTGTAATGTACAACTATATATACTAACCATAAGTGT
ATACGTAATGTTTATATGTTATAGCTCGTATGTGACCATCCGATGTGCACGAAAA
AGCCGATCAAGGTGATGATATCGGATGAGTGTCCCGGCTGCACGAAGGAAGCGG
TCCATTTTGATCTTAGCGGTAAGGCCTTTGGTGCATTGGCCAAACATGGCAAGGC
CGATCAATTACGTAACCTTGGAGAGCTAAAGGTTAGATACAAACGGTACGTATTG
TTGTTAATGCGCTTCGTCACACAAACCGGTTAGGTTCGGTTTGATAAGGTTTATTT
TAGATAGGAAATATAATACCAATCTTTATGGGTATCGATCTTAAGCCAATTATTA
TAAATTTTTCATACATTAACGTTTTCTGGTTAACTGATAAAAAAGTTCCGTGATGA
TGCAGTGCATGCTGCAAACACCCTAAGAGTAAAATAGCTATTCATGTCGACGCCG
GAGCAAATCCGTACTACATGTCGTTCGCCGTTAAATATGCAAACGGTGACGGAAA
CTTTGCCTGCGTGGAGATCCAACCTGCCGGAGGAAAGTACCTGAAGATGGAGGA
AATGAGATCGGCCGTTTGGAAACTTAACCCCGGCTGTGCATTGAAAGGTCCGTTC
AACGTCCGGCTTACCTCCGCCGTGACCAAAAACGTGCTCGTTGCCAAAGCCGTTA
TCCCGGAAAAATGGAATCCCGGTGCTATCTACCACTCCCTCGTTAACTTCGCCGTT
CCTAAGAAATCGGTTCACAAGAAATCCGTTCACAAGAAATCGGTTCACAAGAAA
TCCGTTCACAAGAAACCCGTTCACAAGAAACACAAATGATTAATTCCTTCAAACG
AATTGTAATGTTTGAACAAAACATGGGGCTGTATTGTCGCAACTGATGATAGTAA
ATTATTTTGGAAAAATGTATTTACGTTTATATGGGCTTAGAGTTGTAGGCACTTGG
CCTTAAAAGCCCATGATTGCTATAAATCTAAACCGGTTTGGTTTAACTTTCAATGT
TCA






