
IDENTIFICATION 

Species: Eutrema salsugineum 

Locus: Thhalv10006139m 

Gene Model: Thhalv10006139m 

Description: EsEXPB-04 

Family: Beta Expansin  

3D structure: 

  

GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Esalsugineum_v1_0  

KEGG: https://www.genome.jp/entry/T02985  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Esalsugineum_v1_0
https://www.genome.jp/entry/T02985


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>EsEXPB-04 

MAFFSGKKICFIVALFAISLKPCFCTNTTRWNTAGITWYGDREGPGSTGGACGYGDA

VAKHPYNCMISAGGPSLYQDGKGCGTCYRLVCDHPMCTKKPIKVMISDECPGCTKE

AVHFDLSGKAFGALAKHGKADQLRNLGELKVRYKRACCKHPKSKIAIHVDAGANPY

YMSFAVKYANGDGNFACVEIQPAGGKYLKMEEMRSAVWKLNPGCALKGPFNVRLT

SAVTKNVLVAKAVIPEKWNPGAIYHSLVNFAVPKKSVHKKSVHKKSVHKKSVHKKP

VHKKHK* 

CDS (coding sequence) 

>EsEXPB-04 

ATGGCATTTTTTTCAGGCAAAAAAATTTGCTTTATCGTTGCTCTCTTTGCAATCTC

ATTGAAGCCATGTTTTTGCACGAATACAACCCGCTGGAACACCGCCGGAATCACG

TGGTATGGCGACCGAGAGGGTCCTGGCAGCACAGGAGGAGCTTGTGGATACGGT

GATGCAGTGGCAAAGCACCCGTACAACTGTATGATTTCAGCCGGAGGACCTTCAT

TGTACCAAGATGGAAAGGGTTGTGGGACATGTTATAGGCTCGTATGTGACCATCC

GATGTGCACGAAAAAGCCGATCAAGGTGATGATATCGGATGAGTGTCCCGGCTG

CACGAAGGAAGCGGTCCATTTTGATCTTAGCGGTAAGGCCTTTGGTGCATTGGCC

AAACATGGCAAGGCCGATCAATTACGTAACCTTGGAGAGCTAAAGGTTAGATAC

AAACGTGCATGCTGCAAACACCCTAAGAGTAAAATAGCTATTCATGTCGACGCCG

GAGCAAATCCGTACTACATGTCGTTCGCCGTTAAATATGCAAACGGTGACGGAAA

CTTTGCCTGCGTGGAGATCCAACCTGCCGGAGGAAAGTACCTGAAGATGGAGGA

AATGAGATCGGCCGTTTGGAAACTTAACCCCGGCTGTGCATTGAAAGGTCCGTTC

AACGTCCGGCTTACCTCCGCCGTGACCAAAAACGTGCTCGTTGCCAAAGCCGTTA

TCCCGGAAAAATGGAATCCCGGTGCTATCTACCACTCCCTCGTTAACTTCGCCGTT

CCTAAGAAATCGGTTCACAAGAAATCCGTTCACAAGAAATCGGTTCACAAGAAA

TCCGTTCACAAGAAACCCGTTCACAAGAAACACAAATGA 

Nucleotide 

>EsEXPB-04 

GAGACATGGCATTTTTTTCAGGCAAAAAAATTTGCTTTATCGTTGCTCTCTTTGCA

ATCTCATTGAAGCCATGTTTTTGCACGAATACAACCCGCTGGAACACCGCCGGAA

TCACGTGGTATGGCGACCGAGAGGGTCCTGGCAGCACAGGTAATTAATTAAACC

ATTAATTGTTCCATTAATACAAATAATTTTTTTTTTTTGTAAATTTACATAGGGCC



GGTTCTTACAACATATACAATATACAGGAGGAGCTTGTGGATACGGTGATGCAGT

GGCAAAGCACCCGTACAACTGTATGATTTCAGCCGGAGGACCTTCATTGTACCAA

GATGGAAAGGGTTGTGGGACATGTTATAGGGTATTTGATTATATTTGAAAACTAA

TTGAATAATTGAATATCATATTGTAATGTACAACTATATATACTAACCATAAGTGT

ATACGTAATGTTTATATGTTATAGCTCGTATGTGACCATCCGATGTGCACGAAAA

AGCCGATCAAGGTGATGATATCGGATGAGTGTCCCGGCTGCACGAAGGAAGCGG

TCCATTTTGATCTTAGCGGTAAGGCCTTTGGTGCATTGGCCAAACATGGCAAGGC

CGATCAATTACGTAACCTTGGAGAGCTAAAGGTTAGATACAAACGGTACGTATTG

TTGTTAATGCGCTTCGTCACACAAACCGGTTAGGTTCGGTTTGATAAGGTTTATTT

TAGATAGGAAATATAATACCAATCTTTATGGGTATCGATCTTAAGCCAATTATTA

TAAATTTTTCATACATTAACGTTTTCTGGTTAACTGATAAAAAAGTTCCGTGATGA

TGCAGTGCATGCTGCAAACACCCTAAGAGTAAAATAGCTATTCATGTCGACGCCG

GAGCAAATCCGTACTACATGTCGTTCGCCGTTAAATATGCAAACGGTGACGGAAA

CTTTGCCTGCGTGGAGATCCAACCTGCCGGAGGAAAGTACCTGAAGATGGAGGA

AATGAGATCGGCCGTTTGGAAACTTAACCCCGGCTGTGCATTGAAAGGTCCGTTC

AACGTCCGGCTTACCTCCGCCGTGACCAAAAACGTGCTCGTTGCCAAAGCCGTTA

TCCCGGAAAAATGGAATCCCGGTGCTATCTACCACTCCCTCGTTAACTTCGCCGTT

CCTAAGAAATCGGTTCACAAGAAATCCGTTCACAAGAAATCGGTTCACAAGAAA

TCCGTTCACAAGAAACCCGTTCACAAGAAACACAAATGATTAATTCCTTCAAACG

AATTGTAATGTTTGAACAAAACATGGGGCTGTATTGTCGCAACTGATGATAGTAA

ATTATTTTGGAAAAATGTATTTACGTTTATATGGGCTTAGAGTTGTAGGCACTTGG

CCTTAAAAGCCCATGATTGCTATAAATCTAAACCGGTTTGGTTTAACTTTCAATGT

TCA 

 

 




