IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.9G155700

Gene Model: Sevir.9G155700.2.p
Description: SVEXPB-15
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES
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Superfanilies PLN#2023
DPBB_R1IpA_EXP_N-like superfamily

Name Accession Description Interval E-value
[+] DPBB_EXPB_N €d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansing 35-158 2.47e-T1
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 5-257 2.49e-45
Peptide

>SVEXPB-15

MASKIHPLSFIAITALAFLLHPCASIEFRRELSGWSNGIATWYGTADGAGSDAGACGF
QNDVDQPPFSSMIAAGCSSIYDSGKGCGSCYQVVCTGNGACSGNPVTVVITDECPDC
PCPDDQVHFDMSGTAFGAMAKPGQEGQLRGAGSIQIQYTRVQCEWPGVNATFSVES
GSSPSYLAVLIEYEDGDSDLDAVDIMQGGSGQWVPMQQSWGAVWKLNSASPLQGPF
DIRLTFSSGRVLVASNAIPAGWNAGVAYRSGGVAVARARPRSGGCRSHDAAGTLSG
LVYVLLLVLFVGLEL*

CDS (coding sequence)
>SVEXPB-15

ATGGCTTCCAAGATCCATCCGTTGTCTTTCATTGCCATCACAGCTCTTGCCTTTCTT
CTCCACCCTTGTGCATCCATTGAGTTCCGCCGTGAGCTCTCTGGTTGGTCCAATGG
TATCGCTACATGGTATGGCACAGCTGATGGTGCAGGAAGTGACGCTGGTGCGTGT
GGGTTCCAGAATGATGTTGACCAGCCACCATTCTCCTCCATGATCGCCGCTGGCT
GCTCTTCCATCTACGACTCTGGCAAGGGCTGTGGTTCTTGCTATCAGGTGGTGTGC
ACTGGCAATGGTGCTTGCTCTGGTAACCCGGTGACTGTTGTCATCACCGACGAGT
GCCCTGACTGCCCATGCCCGGATGACCAGGTGCACTTCGACATGAGCGGGACAGC
GTTTGGTGCCATGGCGAAGCCCGGCCAGGAAGGCCAGCTTCGTGGCGCCGGCLTCC
ATCCAAATCCAGTACACACGTGTGCAGTGCGAGTGGCCTGGAGTGAACGCCACCT
TCTCCGTGGAGTCCGGGTCCAGCCCGAGCTACCTGGCCGTGCTCATCGAGTACGA
GGACGGCGACAGCGACCTCGACGCCGTGGACATCATGCAGGGCGGGTCGGGGCA
GTGGGTGCCGATGCAGCAGTCGTGGGGCGCCGTGTGGAAGCTGAACTCGGCTTCA
CCCCTCCAGGGCCCCTTCGACATCCGCCTGACGTTCAGCTCCGGCAGGGTGCTCG
TCGCCAGCAACGCCATACCCGCGGGCTGGAACGCCGGCGTGGCGTACCGGTCGG
GTGGCGTGGCGGTGGCGAGGGCCAGGCCCAGGAGCGGTGGCTGCCGGAGCCACG
ACGCTGCCGGGACACTCAGCGGGCTGGTGTATGTCCTCCTACTTGTGTTGTTTGTG
GGATTGGAGTTGTGA



Nucleotide
>SvVEXPB-15

CCTTTCCAATTGCCAAGTCTGGACTTTTCGAGCATAAACCCTGTTCCCCCTCCCTC
GCTCAACCTCCAGTCTCCGCTCCCCGCCACCCCCATCGCTCGCTCCTCTGCTCCTC
CTCGCGCCGCGGCGGCLCGCCCCGCCGCCGCCACCCACATTCAACGAAATCCACCT
CTACTCGGGATACAACACGTGCCATCGCAGCCGCTTCTCCACTTCCCGGTCCGGA
CCCCCAAGTGCCAAGCCCCCAGGCCCCGACGCCGACCGLCCTCGTCGLCTGCGCGCA
ACGCGTCCCCGGCCCCGGGCGGCGGGAATCCGCAGGCCGGCTCTAGCTAGGTCC
GCCGCTGGTACAGCTAGCGCGCTCGAGCCTCGAGGCTCGCCTTTTGCTGGATTCTT
GCCTGACCTTTGCCGGCATTTGGTGCCCGCTGCAGGCAGCGGCGCCGGCGAGGAG
CGTGCGCGTTGCTGCGGTGGGAGACGGCTGGGACGGCGGCCGCTCGGGCTGGTG
GCGTGCGCGTGGCCGCGTCCGGGCGTTGCAGCTTCGTGCTCTACACTGCTTTTGAC
TGTTAGTATCTACAGCCTACAGGTAATTCTCCTCTGTTGTTGCTGCTGCTGCGAGA
AATTTATATTTTTGACACCGTAAACACGTGGCTTCGCATATTTAGCACTCTAAAGA
TTGGCTGCGCAAATTTGACACCCACAACATTGACACATTGATTTACTTGACATTA
GACCTCTTTAATGATTTTATTTCTTTCTTTTCCATTTATTGGATTGTGAAAGGACTA
AACTACCCCTTGGTTTGTGTAAGTACCTCTCTACCTCTAGTTCTCTGGTTCGATCA
AATCAACCTGTCTACCTCTAGTTCTCTGGTTCGATCAAATCAACCTTGCTTTATGT
ACGTGTTCTTATATTGAGTTGGGGATAGTAGTTAATTCAGACCACGGCCGCTTCA
AGGCCGGCGGGTAACACTTTTGGAATTCTCTGCGTCATCTCAGCTATTGTCGTCTT
TAACCGCTTTTCAAAATGAAGTATTCAAGTTCCACTGTATCAGATATTCAGATATG
ACTTGCGGACTTGTAACTTGTAAGTAGGCAGTATGGGATCCTGACCATTCCTGGG
ACAAATTGTGCATTCAGCTGATAAAAGATGCTTGTACGTGGCATCTACAGATCCA
AAGCCACCGCATAGTTTGCTCTCTAAACTGCATCTACAGATGCAATCCTGAACGA
ATCTAGTCTTCGCAGAACTATGGTTAGAAAAGGTCTGGATTGACTCTGTTCAATG
TAAAGGGTCGAGGTGGTGAATGTCAAGTTCTTATCTCAGTTAGTGACCAAACCTA
CCTCTGACCAGTGAAGTTTTTTTTTCAAAGAGTTGCCGAACTAAAGTTATGAAGTT
TTGGACATAATGATTCGTGTGACTGTATCATGTGACCTATCATAGAGGCAAGGTG
ATAGTACAGTATAGCATTATCACAAGAATGCAAGGAGCATCCAGTCTTACGAAAT
TTGACTCCATAATTCCATCATATCAGCTTTGGTAGTGTTAGGTATAATTAAATTTA
ACCGGTTTAAATTTCATCACTTAAGGATGCTTGCTGTGGTCCATTGGATTAAATAC
TACTCCCTCCGTCCCAAATTACTATTCGTATAAGTTCTCCCTGGTTAAAAGAAGAA
AAGAAAATGTAAGTTCTGAGTAGCAACTCAGGACCTCATGCCAGCATTCTGATCT
GATGAGCACATGATGCCTTCTCATACCTACTTGGTTTGAAAATACATCATTAGCA
ACTCAAAATTCTCCCAAATTTACTCCCAGTTGGCAATTGGCATGCTGTTTGGTCAT
GATTAGACCGATGCATTCTGGATTAGAAAATGCACTGCCAAATCCTGTAACTCCT
CTCCCCAAGGAGAGCAGCTGACTGTTCTTGATCATCTATGTCCTTATGCAAACTGT
CCATCACACAGTGAAAATAGCGCTTCTATTATCTAGTCTTCTCTCTCTCGCCGCCC
TCTGTGTGCAATTCCACAATGTCTTTGACCTTATCAGCCGTGGCTACATGTCACAG
GGTGCAGTGTATGGCTTCCAAGATCCATCCGTTGTCTTTCATTGCCATCACAGCTC
TTGCCTTTCTTCTCCACCCTTGTGCATCCATTGAGTTCCGCCGTGAGCTCTCTGGTT
GGTCCAATGGTATCGCTACATGGTATGGCACAGCTGATGGTGCAGGAAGTGACG
GTAAGAGATCATCTAAAAGTCAATCACATGCTGTAGCTCTTCCAAACAGAATGAT
GTAGCTGGTGTGTGTTTGTAAAGTAACTTGCTTGAATTTTTCGATCACATGTTGTA
GCTGGTGCGTGTGGGTTCCAGAATGATGTTGACCAGCCACCATTCTCCTCCATGA
TCGCCGCTGGCTGCTCTTCCATCTACGACTCTGGCAAGGGCTGTGGTTCTTGCTAT




CAGGTACCTTAGCAGTTGAGAGATAGTGTGTTAACGAACGGTTGTGCATTGTCTG
CGATTTGACATTTGAAGATTATTCATCAGGTGGTGTGCACTGGCAATGGTGCTTG
CTCTGGTAACCCGGTGACTGTTGTCATCACCGACGAGTGCCCTGACTGCCCATGC
CCGGATGACCAGGTGCACTTCGACATGAGCGGGACAGCGTTTGGTGCCATGGCG
AAGCCCGGCCAGGAAGGCCAGCTTCGTGGCGCCGGCTCCATCCAAATCCAGTAC
ACACGGTACCCGCACAAGCCTGTTTGCTTACTGTAAAGAGATTTTCAGTTCTATA
AACGCCAATCTCTACCCTACTGTACAGTGTGCAGTGCGAGTGGCCTGGAGTGAAC
GCCACCTTCTCCGTGGAGTCCGGGTCCAGCCCGAGCTACCTGGCCGTGCTCATCG
AGTACGAGGACGGCGACAGCGACCTCGACGCCGTGGACATCATGCAGGGCGGGT
CGGGGCAGTGGGTGCCGATGCAGCAGTCGTGGGGCGCCGTGTGGAAGCTGAACT
CGGCTTCACCCCTCCAGGGCCCCTTCGACATCCGCCTGACGTTCAGCTCCGGCAG
GGTGCTCGTCGCCAGCAACGCCATACCCGCGGGCTGGAACGCCGGCGTGGCGTA
CCGGTCGGGTGGCGTGGCGGTGGCGAGGGCCAGGCCCAGGAGCGGTGGCTGCCG
GAGCCACGACGCTGCCGGGACACTCAGCGGGCTGGTGTATGTCCTCCTACTTGTG
TTGTTTGTGGGATTGGAGTTGTGAAGTGTGGACTGAACTACATTCTCGAAAAAAA
AAAGTGTGGACTGAACTGCGATGCATTTCTGGCGCTACTCTCCGTCCATGTAAAT
ATATACAGCATATATGTTCATGAGAAGGCACATGTTATGTTCTGCTTATGGTTGGT
CGTATTTTCGAAATCATTTTAGTGAAAACATGCGGTTTTCTTCTTGGACAGAGTT





